0

T T T T
20 40 60 80 100
Value

o
]
N
<
S
—
o
i
i

F10104.518

F10104.519

F10104.S10

F10104.520

F10104.507

F10104.511
F10104.512
F10104.506

Samples

F10104.514

F10104.517

F10104.516

F10104.508

F10104.S15

F10104.513

Campylobacteraceae
Peptostreptococcaceae_[XI]
Prevotellaceae
Fusobacteriaceae
Absconditabacteria_(SR1)_[F-1]
Flavobacteriaceae
Lachnospiraceae_[XIV]
Treponemataceae
Porphyromonadaceae
Bacteroidaceae
Bacteroidales_[F-2]
Selenomonadaceae
Bacteroidetes_[F-1]
Peptoniphilaceae
Saccharibacteria_(TM7)_[F-1]
Carnobacteriaceae
Synergistaceae

Gemellaceae

Veillonellaceae
Lachnospiraceae
Burkholderiaceae
Peptostreptococcaceae
Coriobacteriaceae
Atopobiaceae
Anaerolineaceae
Actinomycetaceae
Leptotrichiaceae
Mycoplasmataceae
Cardiobacteriaceae
Saccharibacteria_(TM7)_[F-2]
Peptococcaceae
Propionibacteriaceae
Eggerthellaceae
Gracilibacteria_(GN02)_[F-1]
Micrococcaceae
Propionibacteriaceae
Desulfobulbaceae
Aerococcaceae
Actinomycetaceae
Erysipelotrichaceae
Gracilibacteria_(GN02)_[F-2]
Ruminococcaceae
Bacteroidaceae
Pasteurellaceae
Comamonadaceae
Veillonellaceae
Erysipelotrichaceae
Neisseriaceae
Streptococcaceae

Enterobacteriaceae

Family



