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Absconditabacteria_(SR1)_G−1 bacterium_HMT_345

Aggregatibacter segnis

Bacteroides heparinolyticus

Bergeyella zoohelcum_nov_92.871%

Campylobacter showae

Enterobacter cloacae

Enterobacter_Leclercia adecarboxylata_cloacae

Fusobacterium nucleatum

Granulicatella adiacens

Klebsiella aerogenes

Klebsiella michiganensis

Neisseria elongata

Neisseria sicca

Neisseria sp._HMT_020

Other: < 0.999999999999997%

Ottowia sp._HMT_894_nov_96.988%

Peptostreptococcaceae_XIG−1 Eubacterium_infirmum

Phocaeicola abscessus

Prevotella intermedia

Solobacterium moorei

Streptococcus chosunense

Streptococcus cristatus

Streptococcus mitis

Streptococcus oralis

Streptococcus oralis_subsp._dentisani_clade_058

Streptococcus oralis_subsp._tigurinus_clade_070

Streptococcus salivarius

Streptococcus sp._HMT_064

Veillonella dispar_parvula

Veillonella parvula

Top 29 species bar plot


