Significantly Represented Taxa

Bl Saliva.V3.Brush_Only

S_Stomatobad
S_Fusppbacterium_nucleaty
S_Streptococcus_n

S_|

I Saliva.V3.Listerine

P_Firmicutes
S_Neisseria_flava
ulum_sp__ HMT 097
m_subsp__animalis
nultispecies_spp6_2

ancefieldella_rimae

S_Streq

tococcus_koreensis

P_Gracilibacteria__GN02_

ica
S_Capnocytophagalsp_HMT 863
S_Leptotrichia_sp_ HMT_212

S_Arachnia_propion

G_Arachnia

F_Propionibacteriacae
O_Propionibacteriales
S_Neisseria_sp_ HMT_499
S_Leptotrichia_hon

S_Aggregatibacter sp_ HMT_898

kongensis

S_Neisseria_cinereg
S_Veillonella_sp_ HMT_780
S_Porphyromonas_gatoniae
S_Aggregatibacter_sp_ HMT_458
G_Ruminococcaceap_ G_1_
S_Ruminococcacea¢_ G_1_ bacterium_H
S_Neisseria_oralis
G_Abiotrophia
F_Aerococcaceae
S_Abiotrophia_defeftiva
F_Ruminococcacea¢
S_Kingella_denitrifi¢ans
S_Corynebacterium_durum
S_Aggregatibacter_pphrophilus
S_Granulicatella_el¢gans
G_Corynebacteriuni
F_Corynebacteriacqae
O_Corynebacterialds
S_Haemophilus_hag¢molyticus
G_Aggregatibacter
S_Streptococcus_cr|status_clade_578
F_Neisseriaceae
O_Neisseriales
C_Betaproteobactefia

P_Proteobacteria

0
LDA SCORE (log 10)

MT 075



