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G_Enterpcoccus
A Enterocofcaceae
S_Enterococqus_multispecies_spp288_15
P_Fifmicutes
F_Efysipelotrithaceae
O |Erysipelofrichales
C_Erysipejotrichia
G_Dybosiella
S_Dubosiella_newyprkensis
F_Vibripnaceae
O_Vibrionales
S_Staphyloco¢cus_multispecies_spp229_9
G_Sallinivibrio
S_Salinivibrio_multispecies_spp239_4
S_Corynepacterium| falsenii
G| Corynebgcterium
F_Corynebactg¢riaceae
O_[Corynebagteriales
S_Enterococqus_multispecies_sppl24_14
R_Arcobacteraceae
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G_Malacjobacter
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G_Parjacoccus

F_Rhodobactleraceae

J_Rhodobacterales

C_Alphaproteopacteria

S_Paraco¢cus_multispecies_spp268_8
G_Pseudomonas
F_Pdeudomonadaceae

O_Pseudomdnadales
G_Entlerobactergles_multifamily_multigenus
F_Hnterobactprales_muftifamily
S_Enterobacterales| multifamily_multiggnus_multispecies_spp54_30
P_Bactefoidetes

S_Streptpcoccus_egntericus
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_[Pseudomg@nas_multispecies_spp65_14
G_Pagteurella

S_Pasteurella_tgstudinis
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_[Pseudomq@nas_multispecies_sppl06_8
S_Streptococcys_pseudoporcinus
Q_Flavobag¢teriales
C_Flavobacteriia
G_Njtrincola
F_Qceanospirillaceae
S_Nitrincopla_lacisagonensis
S_Ptreptoco¢cus_multispecies_spp235_3
G_Rhodarjobacter
F_Rh¢danobactleraceae
O_Xanthomdnadales
S_Rhodanobajcter_multispecies_sppl102_3
G_Ocepnotoga
F_Petrotpgaceae
O_Petrptogales
C_Therrphotogae
P_Therrmotogae
S_Ocganotoga_{eriensis
G_R¢seburia
G_Mesonia
F_Flavobactgriaceae
S_Mgsonia_hippocampi
9 Roseburia_faecis
S_ldipmarina_lgihiensis
F_ldiomafinaceae
G_ldipmarina
5_Epilithofimonas
S_Epilithpnimonas_|hominis
G_Aeffomonas

F|Aeromongadaceae

IO_Aeromdnadales
313_25
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G_Eubactpriales_ G| 2_

S_Corynepacterium| multispegies_spp348_2

G_Mammaliicoccus
S_Mammaliicoccus_|multispec|es_sppl1l]l_2
O_Propiorjibacterialgs

S_Cutibadterium_adnes
G_Cutibagterium
F_Propionfbacteriacpae
G_Lactobacillus

S_Lactobgcillus_multispecies |spp222_4

S_Streptofcoccus_muiltispecieq spp316_.
G_Bifidobpcterium

F_Bifidobacteriacea
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O_Bifidobpcteriales
S_Bifidobgcterium_multispecigs_spp32(_2
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LDA SCORE (log 10)



