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G_Stregtococcus
H_Streptocpccaceae
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S_Faecaljbacteriunp_prausnitgii
G_Faecalibacterium
G_Prevofella
G_Rosebluria
G_Aliarcpbacter
S_Aliarcqbacter_mpltispecie§ spp264_p
S_Rosebliria_faecis
S_Erysipglatoclostfidium__Clpstridium_{saccharoqumia
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G_Erysipelatoclostfidium
G_Nitringola
F_Oceanpspirillacepe
S_Nitrindola_lacisaponensis
G_Ocearjotoga
F_Petrotpgaceae
O_Petrotpgales
C_Thermjotogae
P_Thermptogae
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S_Pseudpmonas_njultispecies_spp106 |
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F_Flavobacteriacege
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G_Aeronjonas

F_Aeromlonadacea
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O_Aeromonadales
S_Aeromonas_mulfispecies_3pp313_2§
G_Lactogoccus
S_Lactodoccus_muftispecies|spp35_4
G_Vibriohaceae_mltigenus
S_Vibriopaceae_muiltigenus_multispecies_spp131_12
S_Pseudpmonas_njultispecies_spp65_14
S_Austwlckia_chelgpnae
G_Austwijickia
F_Dermdtophilacege
O_Microgoccales
G_Porphyromonas
F_Porphyromonadaceae
S_Porphyromonas_[pogonae
O_Bactefoidales
C_Bactefoidia
S_Streptpcoccus_npultispecigs_spp235(3
G_Pasteyrella
S_Pastelrella_testidinis
G_Pseudpmonas
F_Pseudpmonadacgae
S_Streptpcoccus_entericus
O_Pseudpmonadalgs
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F_Clostrigiaceae
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S_Clostridium_mulfispecies_$ppl17_2
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F_Neissdriaceae

O_Neissgriales

C_Betapfoteobactgria
S_Urubufuella_tesfudinis
G_Pseudpalteromojnas
F_Pseudpalteromopadaceae
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O_Eubadteriales

C_Clostridia

G_Turiciacter
F_Turicibpcteraceap
S_Turicibacter_sanpuinis
S_Halomlonas_multispecies_gpp241_1(
G_Halonjonas
F_Halompnadaceag
G_Coryngbacteriumn
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S_Enterdbacteriacgae_multigenus_mulkispecies_gpp351_7
G_Entergbacteriacgae_multigenus
F_Enterdbacteriacgae
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O_Entergbacteralep
G_Vibrio
S_Vibrio|multispedies_spp23|7_3
G_Saliniyibrio
S_Salini\jibrio_mulflispecies_dpp239_4
F_Vibrioaceae

O_Vibriopales
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