Significantly Represented Taxa
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_Muribacyilaceae

G_Muribpculum

wn

|_Lachnospiraceae_ [ 11_ bagterium_MPT 177
G |Blautia
S[Blautia_fgecis_nov_P5_669
S_Eigenbergiella_massilignsis_nov_P6_457
G_Eisenbkrgiella
$_Anaerotignum_lactatifermentans_nov_P5_276
G_Qscillospirgceae_mulfigenus
S_Eubacteriales | G_3__bag¢terium_MpT_163
S_Acetivibrig alkalicellplosi_nov_B8_189
S_Faecalifatena_or¢tica_nov_P6_863
S_Oscillospiraceae | multigenyis_multispecies_spphl_2_nov_P3_676
S_Lachnospiraceae_multigenug_multispefies_sppnf4_2_nov_P4_488
G_Lachnpspiraceag_ G_1_
S_Lachnogpiraceae | G_1__ badterium_MPT 166
S_Longihaculum_npuris_nov_B7_109
ium_MOT[165_nov_P5 276

S_Eubacteriales__G[4_ bacte

b_Rosebur]a_intestinalis_nov_92_913
b_Roseburfa_multispecies_spph21_2_noy_95_276
b_Merdimq@nas_faecis_nov_96_fA57
b_Lachnod]ostridium| Clostridijum_scind¢ns_nov_91_406
b_Faecalichtena_orofica_nov_95 276
b_Lachnoc]ostridium| Clostridijum_scind¢ns_nov_93_725

b_lleibactdqrium_valehs

5_lleibactgrium

—5.124-4.064—3.004-1.944-0.884 0.176 1.236 2.296 3.356 4.416
LDA SCORE (log 10)



