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S_Muribaculum_intestinale_nov_95_686
F_Erysipelotrichaceae
S_Erysipelotrichaceae__G_1__bacterium_MOT_189
G_Erysipelotrichaceae__G_1_
G_Eubacteriales__G_2_
S_Eubacteriales__G_2__bacterium_MOT_162
G_Faecalibaculum
S_Faecalibaculum_rodentium
S_Muribaculaceae__G_2__bacterium_MOT_104_nov_89_370
S_Oscillospiraceae__G_2__bacterium_MOT_149
S_Muribaculaceae__G_2__bacterium_MOT_104_nov_94_466
S_Longibaculum_muris_nov_87_109
S_Oscillospiraceae__G_2__bacterium_MOT_149_nov_96_850
S_Lachnospiraceae__G_9__bacterium_MOT_174_nov_93_359

S_Romboutsia_timonensis_nov_97_233
S_Lachnoclostridium__Clostridium_scindens_nov_96_471

S_Lachnospiraceae_multigenus_multispecies_sppn38_3_nov_93_307
S_Romboutsia_timonensis

S_Oscillospiraceae__G_4__bacterium_MOT_151_nov_97_638
G_Romboutsia

S_Enterocloster_multispecies_sppn30_2_nov_91_732
S_Lachnospiraceae__G_9__bacterium_MOT_174_nov_94_118

G_Turicibacter
F_Turicibacteraceae

S_Turicibacter_sanguinis
S_Bacteroides_multispecies_spp12_3

F_Bacteroidaceae
G_Bacteroides

Significantly Represented Taxa
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