S_Erysipg
S_Lachn

S_Lachnospiraceae_multigen
S

S_Lachnospiraceae_multigen
S_Lach

S_H

S_Lach

w

S_Lacrimispq

S_Eubacteriales |

lotrichaceae_ G _1_ H

ospiraceae_ G_11_ |

bs_multispecies_spp

_Papillibacter_cinnami

bs_multispecies_spp

nospiraceae_ G_5_ |

ubacteriales_ G _3_ H

nospiraceae_ G_1_ |

Significantly Represented Taxa

Control_0_M

G_Erysip

G_Lach

S_Faecali

S_Tu

Eisenbergiella_mass|

G_Lac

G
G_Lac

S_Longibaculum

Anaerosporobacter_

S_Lachnospira_|

ra_multispecies_spp

S_Faecalicatena_|

tlotrichaceae_ G_1_

B Control_4_M

acterium_MOT_189
acterium_MOT_177

nospiraceae_ G_11_

paculum_rodentium

G_Faecalibaculum
ricibacter_sanguinis
F_Turicibacteraceae
G_Turicibacter
124_2_nov_96_063
liensis_nov_96_457
G_Papillibacter
lvorans_nov_89 370
G_Eisenbergiella
102_4_nov_94_510
acterium_MOT_170
hnospiraceae_ G 5_
acterium_MOT_163
G_Lacrimispora
acterium_MOT_166
| Anaerosporobacter
hnospiraceae_ G_1_
| muris_nov_87_109
Mmobilis_nov_96_063
S_Blautia_obeum
pligens_nov_89_844
175_2_nov_97_244
protica_nov_94_510

| G_4_ bacterium_M(

T 165_nov_95 276

LDA SCO

S_Parasutterella_ex
S_Muribaculaceae_|
S_Muribaculaceae_|
O_Rhodospirillales
C_Alphaproteobactg
P_Proteobacteria
G_lleibacterium

S_lleibacterium_val

rrementihominis
G_2__bacterium_MO
G_2__bacterium_MO

a

ENsS

T 104 _nov_94 466
T 104 nov 94 510

0
RE (log 10)

2



