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O_Bactleroidales

C_Bj3cteroidia
P_Bactproidetes
F_Muribgculaceae
G_Muribaculacepe_ G_2_
G_Lachrjospiraceap_ G_14_
S_Lachnospiraceae__(_14_ bacflerium_M{T_185_noy_97_638
S_Alistipes_ondefrdonkii_noy_95_276
G| Alistipes
F_Rikenellaceae
S_Muribaculaceae_|G_2_ bacflerium_MQT_104_noy_96_047
S_Muribaculaceae_|G_2_ bacferium_MQT_104_noy_92_095
F_Oscillogpiraceae
G_Aketivibrio
S_Acetivibrio ethanolg{gnens_noy_87_843
G_Ligilactobacillus

(%)

| Ligilactobfacillus_myltispecies| sppll_4
G_Rrevotella
F_Prevotellaceae
b_Prevotella_sp__ MQT_128_noy_93_307
b_Muribacplum_integtinale_noy_96_443
S_llpibacterium_valens
G_lleigacterium
S_Allstipes_finggoldii_noy_96_850
G_Eubacteriales_mulfifamily_mpltigenus
F_Eubacteriales_mpitifamily
S_Eubacteriales_multifamilyl multigenus_multispecies_spgn50_2_noy_87_843
F_HKubacteriales_ F_1_
S_Lachnospiraceae__(§_11_ bacferium_M{T_178_noy_97_255
S|Lachnoclgstridium_pacaense
S_Blautia|faecis_noy_95_669
[5_Blautia
G_Oscjllospiracepe_ G_4_
S_Oscillospiraceap_ G_4_ blacterium_MOT_151
G_Anagrotignum
S_Kingothrix_alypoides_noy_97_255
G_Hubacteriales_ G _4_
G_Enysipelatoclpstridium
G_Oscfllospiracepe_ G_2_
G_Lachrjospiraceap_ G_12_
G_Butfyribacter
S_Oscillospiraceae_|G_2_ bactierium_MQT_149 noy_94 531
S_Lachndspiraceae| G_14_ blacterium_MOT_183
G_Acetatifactor
S_Butyfibacter_intestini_noy_95_294
G_Angerobium
S_Anaerobium_acetethylicum_noy_96_471
S_Anaerotignym_multispecies_spgn77_2_noy_88_583
S_Lachnospiraceae_multigenus_multispgcies_sppn102_4_noy_94 510
S_Lachnospiraceae__(§_11_ bacferium_M{T_178_noy_97_638
S_Lachnospiraceae_multigenus_multispgcies_sppn115_4 noy_89 764
F_Clostfidiaceae
S_Anaergptignum_lgctatiferm¢ntans_noy 95 276
S_Lachnoclostiidium_padaense_noy_97 638
G_Breznakia
G_Lachnospiracepe_ G_9_
S_Laysonibacter_asaccharolyticus
S_Lachrjospiraceap_ G_2_ blacterium_MOT_167
G_LacHnospiracepe_ G_2_
S_Lachnospiraceag multigenus_multispecies_spgn74_2_noy_94_488
S_Breznakia_pachinodae_noy_92_157
G_Hungatella
S_Hungatglla_xylanplytica_noy_96_063
S_Lachnospiraceae__G_12_ bacferium_MQT_179 noy 93 725
S_Lachnospiraceae_multigenus_multispgcies_sppn143_2 _noy_95 276
S_Lachnospiraceae_|G_9_ bacferium_MQT_174_noy_94_118
G_Roseburia

G_Cundatibacter
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|Cuneatibacter_caedimuris_noy_94 118
G_Muricomes
S_Muflicomes_intestini_noy_97_638
G_Faecplicatena
C_Nollicutes
P_Tepericutes
O_Mollicules_ 0_2_
F_Mollicutes_ F_2_
IG_Mollicutles_ G_2_
G_Hubacteriales_ G_2_
S_DdJncaniella_|freteri_noy_95_257
G_LacHnospiracepe_ G_6_
S_Lachpoclostridjum__Closfridium_sc|ndens_noy_92_913
S_Oscillospiraceag_multigenus_multispecies_spgn37_2_noy_90_980
S_Lachnospiraceae_|G_6_ bacferium_MQT_171_noy_93_333
G_Osgillibacter
S_Eubacteriales_|G_4_ bacferium_MQT_165_noy_96_850
S_Faecglicatena_grotica_noy_96_863

S Neglectib3cter_timohensis_noy_94 094
S_Lachnoclostridium__Clostridium_polysaccharolyticum_noy_93 725
S_Rombolitsia_timophensis_noy_97_233
S_Lachndspiraceae| G_11_ blacterium_MOT_178
S_Lachnospiraceae__G_12| multispgcies_sppn185_2_noy_93_307
S [Oscillibacter_rumingntium_noy_94 902
S_Hydrogenoanaerobacterium|saccharoyorans_noy_94_094
J_Hydrogephoanaerohacterium
S_Oscillospiraceae_|G_2_ bacferium_M{T_149 noy_92_969
S_Eubacteriales_|[G_4_ bacferium_M{T_164_noy_97_638
G_Anaergcolumna
S_Eubacteriales_[G_3_ bacferium_MQT_163_noy_96 457
S_Lachngspira_multipara_noy_88_235
S_Eubacferium_unjforme_noy_86_614
S_Lachhoclostridjum__Closfridium_sc{ndens_noy_92_969
S_Lachnospiraceag_multigenus_multispecies_spgn38_3_noy_93_307
S_Oscillospiraceae_multigenus_multispecies_spgn44_2_noy_92_095
S_Lachpoclostridjum__Closfridium_sc|ndens_noy_91_406
S_Mpllicutes_|G_2_ bacerium_MQT_187_noy_94_862
S_Oscillospiraceae_|G_3_ bacferium_M{T_150_noy_96_457
S_Roseburia_integtinalis_noy_95_276
S_Eubacteriales_ G_4_ blacterium_MOT_165
S_Lachngspira_multipara_noy_87_451
S_Acutalibacfer_muris
G_Sinanagrobacter
S_Sinanaerobagter_chlorqacetimidiyorans_noy_96 838
G_Acutalibacter
S_Peptostreptococcaceae_|G_4_ bacfferium_HMT_369_noy_92_941
S| Frisingicoccus_caedimuris_noy_94_882
G_JAnaerospgrobacter
S_Anaerospofobacter_mobilis_noy_96_063
G_Reptostrepfococcacepe_ G _4_
S_Rosebufia_multispecies_spdn21_2_noy_95_276
$_Acetivibfio_alkalicgllulosi_noy_88_189
b_Phocea
S_Phofea_massiliensis_noy_94_071
S_Roseburia_inteqtinalis_noy_92_913
G_Pgeudoflavénifractor
S_Pseudoflavonifragtor_phocagensis_noy 96 _063
S_Longibaculum|muris_noy_97_628
S_Oscillospiraceae_|G_4_ bacferium_M{T_151_noy_97_638
G_Butyificicoccus
S_Lachnospiraceae_|G_9_ bacferium_MQT_174_noy_93_359
S_Bufyricicoccys_pullicaecorum_noy_95_669
S_Oscillospiraceae_|G_2_ bactierium_MQT_149 noy_92_578
S_Acgtatifactor| muris_noy_97_638
S_Faecglicatena_g¢rotica_noy_96_484
G_LacHnospiracepe_ G _3_
S_Lachnospiraceae__G_14_bacferium_MQT_185_noy 94 488
S_Pkaludicola|psychrotdlerans_noy_93_281
S_Lachnjospiraceap_ G_3__bacterium_MOT_168
G_Lachnospiracepe_ G_7_
S_Lachnospiraceae_|G_7__bacferium_MQT_172_noy_93_307
S_Lachnospiraceae_multigenus_multispecies_spgn24_2_noy_96_063
G_Oscjllospiracepe_ G_6_

S_Faecglicatena_grotica_noy_95_276
S_Lachnospiraceag multigenus_multispecies_spgn25_3_noy_88_327
G_Haludicola
S_Harryflintia_acetispora_noy_92_941
S_Oscillospiraceap_ G_6__blacterium_MOT_153

S_Mpllicutes_|G_2_ bacferium_MQT_188_noy_88_933
S_Eubacteriales__F_1_| multigenus_multispecies_spgn65_2_noy_96_850
S_Mgrdimonas [faecis_noy_96_457

Oscillibacter_rumingntium_noy_94_094
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G_Eupacteriales_ F_1__mpltigenus

G_Entergbacteriacgae_multigenus
F_Enteropacteriacgae
O_Entergbacteralep

S_Enterdbacteriacgae_multigenus_mulfispecies_spp25_7

C_Alphaproteobacteria

O_Rhoddspirillales

G_Kiloniglla
F_Kilonigllaceae

S_Kilonidlla_lamingriae_nov_86_328

S_Enterocloster_mliltispecied spp8_2
G_Akkermansia
F_Akkermansiaceap
O_Verrudomicrobiales
C_Verrudomicrobiap
P_Verrucpmicrobia

S_Akkerrpansia_muciniphila

—5.572—-4.462—3.352-2.242-1.132-0.022 1.088 2.198 3.308 4.418
LDA SCORE (log 10)



