EEE PTSD 4 M

Significantly Represented Taxa

BN PTSD 8 M

F_Hrysipelotrichaceae
C_Erysipglotrichia
O| Erysipelofrichales
5_Erysipelptrichacede_ G 1_
S| Erysipelofrichaceaq G_1_ bgcterium_NOT_189
S_Alist pes_sp_:I:OT_127
G_Faecalipaculum
b_Faecalibpculum_rgdentium
5_Lachnogpiraceae_ | G_14_ b3cterium_NMOT_183
P_Actindbacteria
S_Duncaniella_freteri_nov 95_257
G_Angerobium
S_Apaerobiumn]_acetethyflicum_noV 96_471
G_Merdimonas
S_Butyriyibrio_crogsotus_no\ 95_294
G_Butyrivibrio
S_Meifdimonas_faecis_no\ 96_484
S_Kinegthrix_alyqoides_nov 97_244
G_Kineothrix
S_Mefdimonas_faecis_no\ 96_457
S_Lawsonibacter_asacchafolyticus
F_Kiloniellaceae
S_Kilonjella_lamirjariae_noV 86_328
G_Kiloniella
G_Anadrotaenia
S_Angerotaenia]torta_no\ 88_583
F |Coriobactpriaceae
D _Coriobarteriales
b_Senegal|massilia
S_Neglectibagter_timorjensis_nov 96_850
S_Sd¢negalimassilia_anagrobia_noyV 91_339
S_Paraeg@gerthellalhongkongensis_noyV 92_520
S_Kinegthrix_alyqoides_no\ 96_457
S_Parasutterella_exicrementihominis
S_Romboltsia_timgnensis
G_Eubacteriales_ G 3_
S_Eubactpriales__G| 3_ bactefium_MOT[163_nov [96_457
S_Eubactprium_coprostanoligenes_nov|94_902
G_Marvinpryantia
S_Mollicufes__G_2_| bacteriump_MOT_18B_nov_88 933
S_Marvinpryantia_fprmatexigens_nov_93 307
S_Oscillibacter_runinantium_nov_94_902
S_Eubacterium_uniforme_noy 86_614
G_Lachngspiraceae| G_7_
S_Acetatifactor_mufis_nov_93 276
S_Lachnogspiraceae] G_7_ bagcterium_MOT_172_njov_93_307
G_Rombdutsia
S_Lachnaspira_mulfipara_noy 87_451
G_Oscillipacter
S_Eubactpriales__G| 4_ bactefium_MOT| 164_nov [97_638
S_Enterog¢loster_mltispecies|sppn30_2 nov_91_7132
S_Eubactpriales_ G| 4_ bactefium_MOT|164_nov [97_244
G_Erysipglatoclostr|dium
S_Lachnospiraceael G_9_ bafcterium_MOT_174_rjov_94_118
S_Lachngspiraceae| multigenlyis_multispgecies_sppp115_4 nov_8
F_Turicibgcteraceaq
S_Turicibacter_sanquinis
G_Turicibpcter
G_Eubacteriales_ G 4_
F_Eubacteriales_ F[1_
G_Limosilactobacilllis
S_Limosilpctobacillyis_multisplecies_sppB_8
S_Muribafulum_int¢stinale_n¢v_96_443
G_Acetiviprio
S_Acetiviprio_etharfolgignens| nov_87_843
S_Alistipgs_onderdgnkii_nov_95_276
-5.25 -4.19 -3.13 -2.07 -1.01 0.05 1.11 2.17 3.23 4.29 535

LDA SCORE (log 10)



