
0 1 2 3 4
LDA SCORE (log 10)

S_Eubacteriales__G_4__multispecies_sppn26_2_nov_97_638
S_Muribaculaceae__G_2__bacterium_MOT_104_nov_94_466

S_Peptostreptococcaceae__G_2__bacterium_HMT_091_nov_81_600
G_Peptostreptococcaceae__G_2_

F_Peptostreptococcaceae
K_Bacteria

S_Faecalicatena_orotica_nov_94_510
S_Lachnospiraceae__G_5__bacterium_MOT_170

G_Lachnospiraceae__G_5_
F_Clostridiales__F_1_

G_Clostridiales__F_1__G_1_
S_Muribaculaceae__G_2__bacterium_MOT_104_nov_88_281

S_Turicibacter_sanguinis
F_Turicibacteraceae

G_Turicibacter
S_Muribaculum_intestinale_nov_93_676
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