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S_Turicibacter_sanguinis
G_Turicibacter
F_Turicibacteraceae
S_Eubacteriales__F_1__multigenus_multispecies_sppn65_2_nov_96_850
G_Eubacteriales__F_1__multigenus
S_Eubacterium_coprostanoligenes_nov_94_902
S_Eubacteriales__G_3__bacterium_MOT_163_nov_96_457
G_Eubacteriales__G_3_
S_Parasutterella_excrementihominis
S_Eubacteriales__G_4__bacterium_MOT_164_nov_97_638
S_Eubacteriales__G_4__bacterium_MOT_165
G_Lachnospiraceae__G_7_
S_Lachnospiraceae__G_7__bacterium_MOT_172_nov_93_307

S_Neglectibacter_timonensis_nov_94_094
S_Lachnospira_multipara_nov_88_235

S_Neglectibacter_timonensis_nov_96_850
S_Roseburia_multispecies_sppn21_2_nov_95_276

G_Neglectibacter
S_Filifactor_alocis_nov_87_402

G_Filifactor
G_Eisenbergiella

S_Eisenbergiella_massiliensis_nov_96_457
S_Ligilactobacillus_multispecies_spp11_4

G_Ligilactobacillus
G_Lachnoclostridium

S_Alistipes_sp__MOT_127

Significantly Represented Taxa
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