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O_Erysipelotrichales
C_Erysipelotrichia
F_Erysipelotrichaceae
Erysipelotrichaceae_ G_1_
G_1_ bacterium_MOT_189
um_MOT_104_nov_93_281
Jtia_multispecies_spp24_3
Irix_alysoides_nov_97_244
r_timonensis_nov_96_850
G_Anaerotaenia
otaenia_torta_nov_88_583
F_Enterobacteriaceae
C_Gammaproteobacteria
O_Enterobacterales
obacteriaceae_multigenus
nus_multispecies_spp25_7

um_MOT_185_nov_97_638

_Lachnospiraceae_ G_14_
G_Muribaculaceae_ G_2_
5_onderdonkii_nov_95 276
um_MOT_104_nov_92_095
hanolgignens_nov_87_843
G_Acetivibrio
m_intestinale_nov_96_443
G_Lachnoclostridium

_11_ bacterium_MOT_177
Jm_pacaense_nov_96_850
G_Limosilactobacillus
Cillus_multispecies_spp3_8
um_MOT_185_nov_94_882
chnoclostridium_pacaense
3lautia_faecis_nov_95_669
um_MOT_149_nov_94_531
G_Oscillospiraceae_ G_2_
G_Acetatifactor
G_Anaerotruncus
_Lachnospiraceae_ G_12_
_12__bacterium_MOT_179
G_Erysipelatoclostridium
lostridium_saccharogumia
s_colihominis_nov_94_466
s_rubiinfantis_nov_93_307
G_Pseudobutyrivibrio
/ibrio_ruminis_nov_91_732
ifactor_muris_nov_95_276
S_Acetatifactor_muris
ruminantium_nov_94_902
G_Oscillibacter
drmatexigens_nov_93_307
G_Marvinbryantia
um_MOT_172_nov_93_307
G_Lachnospiraceae__ G_7_
ifactor_muris_nov_97_638
ydrogenoanaerobacterium
ccharovorans_nov_94_094
G_Lachnospiraceae__ G_5_

G_5_ bacterium_MOT_170

um_MOT_149 _nov_92_969
F_Oscillospiraceae
G_Kiloniella
F_Kiloniellaceae
la_laminariae_nov_86_328
Irix_alysoides_nov_97_255
G_Eubacteriales__ G_4_
um_MOT_104_nov_90_551
G_Breznakia
a_pachnodae_nov_92_157
s sppnl06_2_nov_94 882
um_MOT_174_nov_94_118
um_MOT_164_nov_97_244
s_sppnll5_4 nov_89 764
cter_intestini_nov_93 333
G_Lachnospiraceae_ G_9_
G_Muricomes
mes_intestini_nov_97_638
ira_multipara_nov_87_451
G_4_ bacterium_MOT_165
um_MOT_151_nov_97_638
charolyticum_nov_93_725
S_Romboutsia_timonensis
G_Romboutsia
um_MOT_164_nov_97_638
G_Acutalibacter
S_Acutalibacter_muris
tignum_lactatifermentans

jum_scindens_nov_92_913
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