0.40
0.32
0.24
0.16
0.08
0.00

g__Lactobacillus;s_ Lactobacillus delbrueckii
g__Limosilactobacillus;s__Limosilactobacillus fermentum
g__Enterococcus_E;s_ Enterococcus_E stercoripullorum
g__Ligilactobacillus;s__Ligilactobacillus aviarius
g__Enterococcus_E;s__Enterococcus_E cecorum
g__Ligilactobacillus;s__Ligilactobacillus aviarius_B
g__Ligilactobacillus;s__Ligilactobacillus faecavium
g__Lactobacillus;s__Lactobacillus delbrueckii_B
g__Lactobacillus;s__Lactobacillus amylovorus

g__ Burkholderia;s__ Burkholderia multivorans
g__Nocardioides;s__Nocardioides perillae
g__Chroococcidiopsis;s__Chroococcidiopsis thermalis
g__Chroococcidiopsis;s__Chroococcidiopsis millei

g_ Pseudomonas_A;s_Pseudomonas_A stutzeri AC
g__Bradyrhizobium;s__ Bradyrhizobium sp003963435
g__Pseudomonas_A;s_Pseudomonas_A stutzeri

g__ Brevibacterium;s__ Brevibacterium sp018137945
g_ Bosea;s_ Bosea vaviloviae_B

g__Afipia;s__Afipia birgiae

g_ Brevibacterium;s_ Brevibacterium casei

g_ Streptomyces;s_ Streptomyces niveiscabiei
g__Staphylococcus;s__Staphylococcus hominis
g__Epilithonimonas;s__Epilithonimonas hominis
g__Acinetobacter;s__Acinetobacter johnsonii
g__Epilithonimonas;s__Epilithonimonas vandammei
g__Microbacterium;s__ Microbacterium lacticum

g__ Brachybacterium;s__ Brachybacterium squillarum
g_ Brachybacterium;s__Brachybacterium muris
g__Pseudoxanthomonas;s__Pseudoxanthomonas kaohsiungensis
g__Microbacterium;s__Microbacterium sp015707995
g__Methyloversatilis;s__Methyloversatilis sp016791045
g__Ga0077554;s__Ga0077554 sp005240065
g__Janibacter;s__Janibacter anophelis
g__Erwinia_B;s__Erwinia_B gerundensis
g__Sphingomonas;s__Sphingomonas sp005503355
g__Herbaspirillum;s__Herbaspirillum huttiense

g_ Ralstonia;s__Ralstonia sp003851545
g__Micrococcus;s__Micrococcus luteus
g__Acinetobacter;s__Acinetobacter junii

g__ Cutibacterium;s__Cutibacterium acnes
g__Phyllobacterium;s__Phyllobacterium sp900539805
g__ Streptococcus;s__ Streptococcus salivarius

g__ Streptococcus;s__Streptococcus infantis
g__Streptococcus;s__Streptococcus infantis_H

g_ Paracoccus;s__Paracoccus salipaludis
g__Mycobacterium;s__Mycobacterium sp002863225
g__Aliicoccus;s__Aliicoccus persicus
g__Kocuria;s__Kocuria carniphila
g__Corynebacterium;s__Corynebacterium sanguinis
g__Kocuria;s__Kocuria palustris
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