
d__Archaea;p__Thermoproteota;o__Nitrososphaerales;f__Nitrososphaeraceae;g__TH5893;s__TH5893 sp014523685;z__GCA_014523685.1 Nitrososphaerales archaeon TH5893 strain=TH5893, ASM1452368v1

d__Bacteria;p__Acidobacteriota;o__Acidobacteriales;f__Acidobacteriaceae;g__Acidobacterium_A;s__Acidobacterium_A ailaaui;z__GCF_000688455.1 Acidobacterium ailaaui strain=PMMR2, ASM68845v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces dentalis;z__GCF_000429225.1 Actinomyces dentalis DSM 19115 strain=DSM 19115, ASM42922v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces graevenitzii;z__GCF_000239695.1 Actinomyces graevenitzii C83 strain=C83, Acti_grae_C83_V1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces israelii;z__GCA_000711965.1 Actinomyces israelii DSM 43320 strain=DSM 43320, ASM71196v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces johnsonii;z__GCF_006546835.1 Actinomyces johnsonii strain=CCUG 34287, ASM654683v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces massiliensis;z__GCF_000269805.1 Actinomyces massiliensis 4401292 strain=4401292, ASM26980v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces naeslundii;z__GCF_001956585.1 Actinomyces naeslundii strain=NCTC 10301, ASM195658v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces oris;z__GCF_006546825.1 Actinomyces oris strain=CCUG 34288, ASM654682v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces oris_A;z__GCF_001553935.1 Actinomyces oris strain=T14V, ASM155393v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces oris_C;z__GCF_001937445.1 Actinomyces oris strain=WE8B-23, ASM193744v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces oris_D;z__GCF_001937665.1 Actinomyces oris strain=P6N, ASM193766v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces oris_E;z__GCF_005696555.1 Actinomyces sp. oral taxon 171 str. F0337 strain=F0337, ASM569655v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces;s__Actinomyces sp000220835;z__GCF_000220835.1 Actinomyces sp. oral taxon 448 str. F0400 strain=F0400, ASM22083v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Arcanobacterium_A;s__Arcanobacterium_A urinimassiliense;z__GCF_900119495.1 Arcanobacterium urinimassiliense strain=Marseille-P3248, PRJEB17951

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Georgenia_A;s__Georgenia_A faecalis;z__GCF_003710105.1 Georgenia sp. ZLJ0423 strain=ZLJ0423, ASM371010v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Gleimia;s__Gleimia europaea_A;z__GCF_002871995.1 Gleimia europaea strain=UMB0652, ASM287199v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Oceanitalea;s__Oceanitalea nanhaiensis;z__GCF_900116375.1 Georgenia satyanarayanai strain=CGMCC 1.10826, IMG-taxon 2667527440 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Oceanitalea;s__Oceanitalea satyanarayanai;z__GCF_009193135.1 Georgenia satyanarayanai strain=NBRC 107612, ASM919313v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Oceanitalea;s__Oceanitalea sp014837105;z__GCA_014837105.1 Actinomycetaceae bacterium Sa1BUA1 strain=Sa1BUA1, ASM1483710v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia odontolytica_A;z__GCF_009730335.1 Schaalia odontolytica strain=FDAARGOS_732, ASM973033v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia pyogenes_A;z__GCF_001070855.1 Trueperella pyogenes strain=331_TPYO, ASM107085v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia radingae_A;z__GCA_900106055.1 Schaalia radingae strain=DSM 9169, IMG-taxon 2630968294 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia sp000185285;z__GCF_000185285.1 Actinomyces sp. oral taxon 180 str. F0310 strain=F0310, ASM18528v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia sp000278725;z__GCF_000278725.1 Actinomyces sp. ICM47 strain=ICM47, AspICM47v1.0

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia sp000308055;z__GCF_000308055.1 Actinomyces sp. ph3, ASM30805v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia sp000411415;z__GCF_000411415.1 Actinomyces sp. HPA0247 strain=HPA0247, Acti_sp_HPA0247_V1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia sp000758755;z__GCF_000758755.1 Actinomyces sp. S6-Spd3 strain=S6-Spd3, 04_NF40_HMP1627v01

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Pauljensenia;s__Pauljensenia sp018382595;z__GCA_018382595.1 Actinomyces sp., ASM1838259v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Varibaculum;s__Varibaculum cambriense;z__GCF_000420065.1 Varibaculum cambriense DSM 15806 strain=DSM 15806, ASM42006v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Varibaculum;s__Varibaculum cambriense_A;z__GCA_000508625.1 Varibaculum cambriense DORA_20, Vbc_DORA_20_velvet_1.1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Varibaculum;s__Varibaculum cambriense_B;z__GCF_002848005.1 Varibaculum cambriense strain=UMB0796, ASM284800v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Varibaculum;s__Varibaculum massiliense;z__GCF_900106855.1 Varibaculum massiliense strain=Marseille-P2802, PRJEB16532

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Actinomycetaceae;g__Varibaculum;s__Varibaculum timonense_A;z__GCA_900120415.1 Urmitella timonensis strain=Marseille-P2918, PRJEB18036

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Beutenbergiaceae;g__Pseudactinotalea;s__Pseudactinotalea terrae;z__GCF_009733845.1 Pseudactinotalea terrae strain=KACC 16542, ASM973384v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium adolescentis;z__GCF_000010425.1 Bifidobacterium adolescentis ATCC 15703 strain=ATCC 15703, ASM1042v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium dentium;z__GCF_001042595.1 Bifidobacterium dentium JCM 1195 = DSM 20436 strain=JCM 1195, ASM104259v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium longum;z__GCF_000196555.1 Bifidobacterium longum subsp. longum JCM 1217 strain=JCM 1217, ASM19655v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium piotii;z__GCF_003397585.1 Gardnerella vaginalis strain=UGent 18.01, ASM339758v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium pseudocatenulatum;z__GCF_001025215.1 Bifidobacterium pseudocatenulatum DSM 20438 = JCM 1200 = LMG 10505 strain=JCM 1200, ASM102521v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium thermophilum;z__GCA_000771265.1 Bifidobacterium thermophilum DSM 20210 strain=DSM 20210, DSM-20210

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium vaginale;z__GCF_001042655.1 Gardnerella vaginalis ATCC 14018 = JCM 11026 strain=JCM 11026, ASM104265v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium vaginale_C;z__GCF_000263635.1 Gardnerella vaginalis 00703Dmash strain=00703Dmash, ASM26363v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium vaginale_E;z__GCF_000263595.1 Gardnerella vaginalis 1500E strain=1500E, ASM26359v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Bifidobacterium;s__Bifidobacterium vaginale_H;z__GCF_003408845.1 Gardnerella vaginalis strain=NR010, ASM340884v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Parascardovia;s__Parascardovia denticolens;z__GCF_001042675.1 Parascardovia denticolens DSM 10105 = JCM 12538 strain=JCM 12538, ASM104267v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Bifidobacteriaceae;g__Scardovia;s__Scardovia wiggsiae;z__GCF_000269605.1 Scardovia wiggsiae F0424 strain=F0424, PB_Scar_wigg_F0424_V1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Brevibacteriaceae;g__Brevibacterium;s__Brevibacterium casei;z__GCF_900169275.1 Brevibacterium casei CIP 102111 strain=CIP 102111, Assembly_BC102111

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Brevibacteriaceae;g__Brevibacterium;s__Brevibacterium ravenspurgense;z__GCF_001584615.1 Brevibacterium ravenspurgense strain=CCUG56047, ASM158461v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Brevibacteriaceae;g__Brevibacterium;s__Brevibacterium sp001815905;z__GCF_001815905.1 Brevibacterium sp. HMSC07C04 strain=HMSC07C04, ASM181590v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Brevibacteriaceae;g__Brevibacterium;s__Brevibacterium sp005280295;z__GCF_005280295.1 Brevibacterium sp. CS2 strain=CS2, ASM528029v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Brevibacteriaceae;g__Brevibacterium;s__Brevibacterium sp018137945;z__GCF_018137945.1 Brevibacterium sp. W7.2 strain=W7.2, ASM1813794v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Brevibacteriaceae;g__Sediminivirga;s__Sediminivirga luteola;z__GCF_014639315.1 Sediminivirga luteola strain=CGMCC 1.12785, ASM1463931v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Cellulomonas;s__Cellulomonas sp001424125;z__GCF_001424125.1 Cellulomonas sp. Leaf395 strain=Leaf395, Leaf395

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Cellulomonas;s__Cellulomonas sp001429255;z__GCA_001429255.1 Cellulomonas sp. Root930 strain=Root930, Root930

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Flavimobilis;s__Flavimobilis hominis;z__GCF_012396185.1 Sanguibacter hominis ATCC BAA-789 strain=ATCC BAA-789, ASM1239618v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Flavimobilis;s__Flavimobilis marinus;z__GCF_900113055.1 Sanguibacter marinus strain=DSM 19083, IMG-taxon 2622736429 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Flavimobilis;s__Flavimobilis rhizosphaerae;z__GCF_014852685.1 Flavimobilis sp. GY10621 strain=GY10621, ASM1485268v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Flavimobilis;s__Flavimobilis soli;z__GCF_002564025.1 Sanguibacter soli strain=DSM 21574, ASM256402v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Isoptericola;s__Isoptericola cucumis;z__GCF_014635665.1 Isoptericola cucumis strain=CCM 8653, ASM1463566v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Sanguibacter;s__Sanguibacter inulinus;z__GCF_013415325.1 Sanguibacter inulinus strain=DSM 100099, ASM1341532v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Cellulomonadaceae;g__Sanguibacter;s__Sanguibacter sp016342785;z__GCF_016342785.1 Sanguibacter sp. YZGR15 strain=YZGR15, ASM1634278v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermabacteraceae;g__Brachybacterium;s__Brachybacterium massiliense;z__GCF_900184245.1 Brachybacterium massiliense strain=mt5, PRJEB13137

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermabacteraceae;g__Brachybacterium;s__Brachybacterium muris;z__GCF_016907455.1 Brachybacterium muris strain=DSM 15460, ASM1690745v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermabacteraceae;g__Brachybacterium;s__Brachybacterium nesterenkovii;z__GCF_900163655.1 Brachybacterium nesterenkovii strain=CIP104813, ASM90016365v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermabacteraceae;g__Brachybacterium;s__Brachybacterium paraconglomeratum;z__GCF_003994255.1 Brachybacterium paraconglomeratum strain=KCTC 9916, ASM399425v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermabacteraceae;g__Brachybacterium;s__Brachybacterium squillarum;z__GCF_000225825.1 Brachybacterium squillarum M-6-3 strain=M-6-3, ASM22582v2

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermabacteraceae;g__Brachybacterium;s__Brachybacterium timonense;z__GCF_900258505.1 Brachybacterium timonense strain=Marseille-P4339, PRJEB23296

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermabacteraceae;g__Dermabacter;s__Dermabacter hominis;z__GCF_001570785.1 Dermabacter hominis NBRC 106157 strain=NBRC 106157, ASM157078v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Janibacter;s__Janibacter anophelis;z__GCF_001570945.1 Janibacter anophelis NBRC 107843 strain=NBRC 107843, ASM157094v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Janibacter;s__Janibacter limosus_A;z__GCF_004295485.1 Janibacter limosus strain=P3-3-X1, ASM429548v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Knoellia;s__Knoellia aerolata;z__GCF_000768695.1 Knoellia aerolata DSM 18566 strain=DSM 18566, ASM76869v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Kytococcus;s__Kytococcus sedentarius;z__GCF_000023925.1 Kytococcus sedentarius DSM 20547 strain=DSM 20547, ASM2392v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Marihabitans;s__Marihabitans sp016888335;z__GCF_016888335.1 Janibacter sp. YIM B02568 strain=YIM B02568, ASM1688833v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Ornithinicoccus;s__Ornithinicoccus muralis;z__GCF_003352835.1 Ornithinimicrobium murale strain=DSM 22056, ASM335283v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Ornithinimicrobium;s__Ornithinimicrobium humiphilum;z__GCF_006716885.1 Ornithinimicrobium humiphilum strain=DSM 12362, ASM671688v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Ornithinimicrobium;s__Ornithinimicrobium pekingense;z__GCF_000421185.1 Ornithinimicrobium pekingense DSM 21552 strain=DSM 21552, ASM42118v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Piscicoccus;s__Piscicoccus intestinalis;z__GCF_001515525.1 Piscicoccus intestinalis NBRC 104926 strain=NBRC 104926, ASM151552v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Dermatophilaceae;g__Terracoccus;s__Terracoccus luteus;z__GCF_003635045.1 Terracoccus luteus strain=DSM 44267, ASM363504v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Agrococcus;s__Agrococcus baldri;z__GCA_900114805.1 Agrococcus baldri strain=IAM 15147, IMG-taxon 2623620613 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Agrococcus;s__Agrococcus baldri_A;z__GCA_007988785.1 Agrococcus baldri strain=NBRC 103055, ASM798878v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Agrococcus;s__Agrococcus lahaulensis;z__GCF_000425105.1 Agrococcus lahaulensis DSM 17612 strain=DSM 17612, ASM42510v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Agrococcus;s__Agrococcus pavilionensis;z__GCF_000400485.1 Agrococcus pavilionensis RW1 strain=RW1, k0-k1250

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Agrococcus;s__Agrococcus sp017168255;z__GCF_017168255.1 Agrococcus sp. KRD186 strain=KRD186, ASM1716825v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Agrococcus;s__Agrococcus sp018308945;z__GCF_018308945.1 Agrococcus sp. Marseille-Q4369 strain=Marseille-Q4369, ASM1830894v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Curtobacterium;s__Curtobacterium flaccumfaciens_A;z__GCF_000349565.1 Curtobacterium flaccumfaciens UCD-AKU strain=UCD-AKU, Curtobacterium flaccumfaciens UCD-AKU

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Frigoribacterium;s__Frigoribacterium sp001421165;z__GCF_001421165.1 Frigoribacterium sp. Leaf8 strain=Leaf8, Leaf8

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Frigoribacterium;s__Frigoribacterium sp017833035;z__GCF_017833035.1 Frigoribacterium sp. PvP032 strain=PvP032, ASM1783303v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Gryllotalpicola;s__Gryllotalpicola ginsengisoli;z__GCF_000419445.1 Gryllotalpicola ginsengisoli DSM 22003 strain=DSM 22003, ASM41944v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Gulosibacter;s__Gulosibacter sp900626105;z__GCF_900626105.1 Gulosibacter sp. Marseille-P7157 strain=Marseille-P7157, PRJEB29220

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Leifsonia;s__Leifsonia sp003367665;z__GCA_003367665.1 Leifsonia sp. ku-ls strain=ku-ls, ASM336766v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Leucobacter;s__Leucobacter sp001373475;z__GCF_016597785.1 Leucobacter sp. L43 strain=L43, ASM1659778v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium aerolatum;z__GCF_007988825.1 Microbacterium aerolatum strain=NBRC 103071, ASM798882v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium algeriense;z__GCF_008868005.1 Microbacterium sp. G1 strain=G1, ASM886800v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium aurum;z__GCF_016907815.1 Microbacterium aurum strain=DSM 8600, ASM1690781v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium chocolatum;z__GCF_001652465.1 Microbacterium chocolatum strain=SIT 101, ASM165246v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium esteraromaticum_A;z__GCF_002705755.3 Microbacterium esteraromaticum strain=MM1, ASM270575v3

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium lacticum;z__GCF_006716815.1 Microbacterium lacticum strain=DSM 20427, ASM671681v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium marinum;z__GCF_014204835.1 Microbacterium marinum strain=DSM 24947, ASM1420483v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium maritypicum;z__GCA_008868125.1 Microbacterium maritypicum strain=DSM 12512, ASM886812v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium oleivorans_A;z__GCF_001644225.1 Microbacterium oleivorans strain=CD11_3, ASM164422v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium oxydans;z__GCF_006540085.1 Microbacterium oxydans strain=NBRC 15586, ASM654008v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium oxydans_C;z__GCF_000956405.1 Microbacterium oxydans strain=BEL163, ASM95640v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium profundi;z__GCF_000763375.1 Microbacterium profundi strain=Shh49, ASM76337v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp000383475;z__GCF_000383475.1 Microbacterium sp. 11MF strain=11MF, ASM38347v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp001866135;z__GCF_001866135.1 Microbacterium sp. LCT-H2 strain=LCT-H2, ASM186613v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp001878835;z__GCF_001878835.1 Microbacterium sp. AR7-10 strain=AR7-10, ASM187883v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp001889265;z__GCF_001889265.1 Microbacterium sp. 1.5R strain=1.5R, ASM188926v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp003248655;z__GCA_003248655.1 Microbacterium sp., ASM324865v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp015707995;z__GCF_015707995.1 Microbacterium sp. 2C strain=2C, ASM1570799v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp900078385;z__GCA_900078385.1 uncultured Microbacterium sp., MIPYR_PRJEB13036_v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Microbacterium;s__Microbacterium sp903645325;z__GCF_903645325.1 Microbacterium sp. Marseille-Q2854 strain=Marseille-Q2854, Q2854

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Plantibacter;s__Plantibacter flavus_A;z__GCF_002024505.1 Plantibacter flavus strain=251, ASM202450v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Pseudoclavibacter_A;s__Pseudoclavibacter_A caeni;z__GCF_008831125.1 Pseudoclavibacter caeni strain=JCM 16921, ASM883112v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Microbacteriaceae;g__Rathayibacter;s__Rathayibacter festucae;z__GCF_004011135.1 Rathayibacter festucae DSM 15932 strain=DSM 15932, ASM401113v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Citricoccus;s__Citricoccus terreus;z__GCF_900116905.1 Micrococcus terreus strain=CGMCC 1.7054, IMG-taxon 2617270780 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Citricoccus;s__Citricoccus zhacaiensis;z__GCF_014645315.1 Citricoccus zhacaiensis strain=CGMCC 1.7064, ASM1464531v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Glutamicibacter;s__Glutamicibacter nicotianae;z__GCF_006539525.1 Glutamicibacter nicotianae strain=NBRC 14234, ASM653952v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Glutamicibacter;s__Glutamicibacter soli;z__GCF_003309065.1 Glutamicibacter soli strain=NHPC-3, ASM330906v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Kocuria;s__Kocuria carniphila;z__GCF_004136555.1 Kocuria carniphila strain=CCM 132, ASM413655v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Kocuria;s__Kocuria marina;z__GCA_014652975.1 Kocuria marina strain=KCTC 9943, ASM1465297v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Kocuria;s__Kocuria palustris;z__GCF_016907795.1 Kocuria palustris strain=TAGA27, ASM1690779v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Kocuria;s__Kocuria polaris_A;z__GCF_001483755.1 Kocuria polaris strain=CD08_4, ASM148375v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Kocuria;s__Kocuria rhizophila;z__GCF_003667225.1 Kocuria rhizophila strain=TA68, ASM366722v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Kocuria;s__Kocuria rosea;z__GCF_006094695.1 Kocuria rosea strain=ATCC 186, ASM609469v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Kocuria;s__Kocuria salsicia;z__GCF_007681555.1 Kocuria salsicia strain=DE0232, ASM768155v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Micrococcus;s__Micrococcus endophyticus;z__GCF_014205115.1 Micrococcus endophyticus strain=DSM 17945, ASM1420511v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Micrococcus;s__Micrococcus luteus;z__GCF_000023205.1 Micrococcus luteus NCTC 2665 strain=NCTC 2665 (Fleming 2665), ASM2320v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Micrococcus;s__Micrococcus lylae;z__GCF_001570885.1 Micrococcus lylae NBRC 15355 strain=NBRC 15355, ASM157088v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Nesterenkonia;s__Nesterenkonia alkaliphila;z__GCF_009758175.1 Nesterenkonia alkaliphila strain=F10, ASM975817v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Nesterenkonia;s__Nesterenkonia lacusekhoensis;z__GCF_017876395.1 Nesterenkonia lacusekhoensis strain=DSM 12544, ASM1787639v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Nesterenkonia;s__Nesterenkonia sandarakina_A;z__GCF_003003175.1 Nesterenkonia sandarakina strain=CG 35, ASM300317v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Pseudarthrobacter;s__Pseudarthrobacter oxydans;z__GCF_013314975.1 Pseudarthrobacter oxydans strain=USM2, ASM1331497v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Pseudoglutamicibacter;s__Pseudoglutamicibacter albus_A;z__GCF_000758985.1 Pseudoglutamicibacter albus DNF00011 strain=DNF00011, 04_NF40_HMP2128v01

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Pseudoglutamicibacter;s__Pseudoglutamicibacter cumminsii;z__GCF_016907775.1 Pseudoglutamicibacter cumminsii strain=DSM 10493, ASM1690777v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Pseudoglutamicibacter;s__Pseudoglutamicibacter cumminsii_A;z__GCF_003143995.1 Pseudoglutamicibacter cumminsii strain=IME1328, ASM314399v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia aeria;z__GCA_002355935.1 Rothia aeria strain=JCM 11412, ASM235593v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia dentocariosa;z__GCF_000164695.2 Rothia dentocariosa ATCC 17931 strain=ATCC 17931, ASM16469v2

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia kristinae;z__GCF_001570865.1 Rothia kristinae NBRC 15354 strain=NBRC 15354, ASM157086v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia mucilaginosa;z__GCF_000175615.1 Rothia mucilaginosa ATCC 25296 strain=ATCC 25296, ASM17561v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia mucilaginosa_A;z__GCF_001061665.1 Rothia mucilaginosa strain=141_RMUC, ASM106166v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia mucilaginosa_B;z__GCF_001548235.1 Rothia mucilaginosa strain=NUM-Rm6536, ASM154823v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia sp001808955;z__GCF_001808955.1 Rothia sp. HMSC078H08 strain=HMSC078H08, ASM180895v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia sp015265375;z__GCA_015265375.1 Rothia sp., ASM1526537v1

d__Bacteria;p__Actinobacteriota;o__Actinomycetales;f__Micrococcaceae;g__Rothia;s__Rothia terrae;z__GCF_012396615.1 Rothia terrae strain=LMG 23708, ASM1239661v1

d__Bacteria;p__Actinobacteriota;o__Coriobacteriales;f__Atopobiaceae;g__Atopobium;s__Atopobium deltae;z__GCF_001552785.1 Atopobium deltae strain=DNF00019, ASM155278v1

d__Bacteria;p__Actinobacteriota;o__Coriobacteriales;f__Atopobiaceae;g__Lancefieldella;s__Lancefieldella parvula;z__GCF_000024225.1 Atopobium parvulum DSM 20469 strain=DSM 20469, ASM2422v1

d__Bacteria;p__Actinobacteriota;o__Coriobacteriales;f__Atopobiaceae;g__Tractidigestivibacter;s__Tractidigestivibacter sp900770865;z__GCA_900770865.1 uncultured Atopobiaceae bacterium, SRS476348_96

d__Bacteria;p__Actinobacteriota;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella;s__Collinsella sp003458415;z__GCF_003458415.1 Collinsella sp. AF25-2LB strain=AF25-2LB, ASM345841v1

d__Bacteria;p__Actinobacteriota;o__Coriobacteriales;f__Coriobacteriaceae;g__Collinsella;s__Collinsella sp900548495;z__GCA_900548495.1 uncultured Collinsella sp., UMGS1095

d__Bacteria;p__Actinobacteriota;o__Coriobacteriales;f__Eggerthellaceae;g__Berryella;s__Berryella sp001552935;z__GCA_001552935.1 Coriobacteriales bacterium DNF00809 strain=DNF00809, ASM155293v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Geodermatophilaceae;g__Blastococcus;s__Blastococcus aggregatus;z__GCF_900221005.1 Blastococcus aggregatus strain=DSM 4725, IMG-taxon 2734482074 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Geodermatophilaceae;g__Blastococcus;s__Blastococcus litoris;z__GCF_003075095.1 Blastococcus litoris strain=GP-S2-8, ASM307509v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Geodermatophilaceae;g__Blastococcus;s__Blastococcus sp003319105;z__GCF_003319105.1 Blastococcus sp. TF02-9 strain=TF02-9, ASM331910v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Geodermatophilaceae;g__Modestobacter;s__Modestobacter marinus_A;z__GCF_000306785.1 Modestobacter marinus strain=BC501, ASM30678v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium accolens;z__GCF_000159115.1 Corynebacterium accolens ATCC 49725 strain=ATCC 49725, ASM15911v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium afermentans;z__GCA_900156035.1 Corynebacterium afermentans strain=DSM 44280, IMG-taxon 2681813557 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium amycolatum;z__GCF_016889425.1 Corynebacterium amycolatum strain=FDAARGOS_1189, ASM1688942v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium aurimucosum_C;z__GCF_002861385.1 Corynebacterium aurimucosum strain=UMB0043, ASM286138v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium aurimucosum_E;z__GCF_016127015.1 Corynebacterium tuberculostearicum strain=FDAARGOS_993, ASM1612701v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium coyleae;z__GCF_900105505.1 Corynebacterium coyleae strain=DSM 44184, IMG-taxon 2634166170 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium durum;z__GCF_013410305.1 Corynebacterium durum strain=DSM 45333, ASM1341030v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium falsenii;z__GCA_000525655.1 Corynebacterium falsenii DSM 44353 strain=BL 8171, ASM52565v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium glucuronolyticum;z__GCF_900176155.1 Corynebacterium glucuronolyticum strain=DSM 44120, IMG-taxon 2529292557 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium haemomassiliense;z__GCF_013978595.1 Corynebacterium haemomassiliense strain=Marseille-Q3615, ASM1397859v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium imitans;z__GCF_000739455.1 Corynebacterium imitans strain=DSM 44264, ASM73945v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium lipophilum;z__GCF_015351335.1 Corynebacterium afermentans subsp. lipophilum strain=CCUG 32105, ASM1535133v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium macginleyi;z__GCF_003688935.1 Corynebacterium macginleyi strain=CCUG 32361, ASM368893v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium matruchotii;z__GCF_011612265.2 Corynebacterium matruchotii strain=ATCC 14266, ASM1161226v2

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium mucifaciens;z__GCF_012396315.1 Corynebacterium mucifaciens strain=ATCC 700355, ASM1239631v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium propinquum;z__GCF_000375525.1 Corynebacterium propinquum DSM 44285 strain=DSM 44285, ASM37552v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium pseudodiphtheriticum;z__GCF_000688415.1 Corynebacterium pseudodiphtheriticum DSM 44287 strain=DSM 44287, ASM68841v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium sanguinis;z__GCF_007641235.1 Corynebacterium sanguinis strain=CCUG 58655, ASM764123v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium sp001767255;z__GCF_001767255.1 Corynebacterium sp. NML98-0116 strain=NML98-0116, ASM176725v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium sp001807205;z__GCF_016728705.1 Corynebacterium aurimucosum strain=FDAARGOS_1109, ASM1672870v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium sp001807265;z__GCF_001807265.1 Corynebacterium sp. HMSC05H05 strain=HMSC05H05, ASM180726v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium sp001807485;z__GCF_001807485.1 Corynebacterium sp. HMSC08A12 strain=HMSC08A12, ASM180748v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium sp014490555;z__GCF_014490555.1 Corynebacterium sp. zg-917 strain=zg-917, ASM1449055v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium sp900539985;z__GCA_900539985.1 uncultured Corynebacterium sp., UMGS194

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium tuberculostearicum;z__GCF_013408445.1 Corynebacterium tuberculostearicum strain=DSM 44922, ASM1340844v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium tuberculostearicum_D;z__GCF_016894265.1 Corynebacterium tuberculostearicum strain=FDAARGOS_1198, ASM1689426v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium vitaeruminis;z__GCF_000550805.1 Corynebacterium vitaeruminis DSM 20294 strain=DSM 20294, ASM55080v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Corynebacterium;s__Corynebacterium vitaeruminis_A;z__GCF_001054325.1 Corynebacterium vitaeruminis strain=1285_CVIT, ASM105432v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Dietzia;s__Dietzia maris;z__GCF_014144855.1 Dietzia maris strain=IMV 195T, ASM1414485v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Gordonia;s__Gordonia bronchialis;z__GCF_000024785.1 Gordonia bronchialis DSM 43247 strain=DSM 43247, ASM2478v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Gordonia;s__Gordonia sputi;z__GCF_000248055.1 Gordonia sputi NBRC 100414 strain=NBRC 100414, ASM24805v2

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Gordonia;s__Gordonia terrae;z__GCF_001698225.1 Gordonia terrae strain=3612, ASM169822v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Lawsonella;s__Lawsonella clevelandensis_A;z__GCA_003241315.1 Lawsonella clevelandensis, ASM324131v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Lawsonella;s__Lawsonella sp018376445;z__GCA_018376445.1 Corynebacteriales bacterium, ASM1837644v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium doricum;z__GCF_010728155.1 Mycolicibacterium doricum strain=JCM 12405, ASM1072815v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium frederiksbergense;z__GCF_012223425.1 Mycolicibacterium frederiksbergense strain=LB 501T, ASM1222342v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium llatzerense;z__GCF_000878195.1 Mycolicibacterium llatzerense strain=CLUC14, ASM87819v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium phlei;z__GCF_001583415.1 Mycolicibacterium phlei strain=CCUG 21000, ASM158341v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium phocaicum;z__GCF_010731115.1 Mycolicibacterium phocaicum strain=JCM 15301, ASM1073111v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium sediminis;z__GCF_010731735.1 Mycolicibacterium sediminis strain=JCM 17899, ASM1073173v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium sp002863225;z__GCA_002863225.1 Mycobacterium sp., ASM286322v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium sp018326285;z__GCF_018326285.1 Mycolicibacterium sp. TY81 strain=TY81, ASM1832628v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Mycobacterium;s__Mycobacterium tusciae;z__GCF_002086795.1 Mycolicibacterium tusciae strain=DSM 44338, ASM208679v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Nocardia;s__Nocardia fluminea;z__GCF_002846365.1 Nocardia fluminea strain=DSM 44489, ASM284636v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Rhodococcus;s__Rhodococcus erythropolis;z__GCF_001552595.1 Rhodococcus erythropolis NBRC 15567 strain=NBRC 15567, ASM155259v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Rhodococcus;s__Rhodococcus erythropolis_D;z__GCF_016598535.1 Rhodococcus sp. P-2 strain=P-2, ASM1659853v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Rhodococcus;s__Rhodococcus rhodochrous;z__GCF_900187265.1 Rhodococcus rhodochrous strain=NCTC10210, 52295_G01

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Rhodococcus_B;s__Rhodococcus_B fascians;z__GCF_001894785.1 Rhodococcus fascians NBRC 12155 = LMG 3623 strain=NBRC 12155, ASM189478v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Rhodococcus_B;s__Rhodococcus_B fascians_E;z__GCF_000760735.1 Rhodococcus fascians A44A strain=A44a, R_fas_A44a

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Rhodococcus_C;s__Rhodococcus_C sp000686025;z__GCF_000686025.1 Rhodococcus sp. UNC23MFCrub1.1 strain=UNC23MFCrub1.1, ASM68602v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Mycobacteriaceae;g__Rhodococcus_C;s__Rhodococcus_C sp001426185;z__GCF_001426185.1 Rhodococcus sp. Leaf247 strain=Leaf247, Leaf247

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Pseudonocardiaceae;g__Pseudonocardia;s__Pseudonocardia alni;z__GCA_002813375.1 Pseudonocardia alni strain=DSM 44104, ASM281337v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Pseudonocardiaceae;g__Pseudonocardia;s__Pseudonocardia ammonioxydans;z__GCF_900115005.1 Pseudonocardia ammonioxydans strain=CGMCC 4.1877, IMG-taxon 2671180038 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Pseudonocardiaceae;g__Pseudonocardia;s__Pseudonocardia autotrophica;z__GCF_003945385.1 Pseudonocardia autotrophica strain=NBRC 12743, ASM394538v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Pseudonocardiaceae;g__Pseudonocardia;s__Pseudonocardia parietis;z__GCF_017876315.1 Pseudonocardia parietis strain=DSM 45256, ASM1787631v1

d__Bacteria;p__Actinobacteriota;o__Mycobacteriales;f__Pseudonocardiaceae;g__Pseudonocardia;s__Pseudonocardia sp019263705;z__GCA_019263705.1 Pseudonocardia sp. KRD-168 strain=KRD-168, ASM1926370v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Aeromicrobium;s__Aeromicrobium phoceense;z__GCF_013868155.1 Aeromicrobium phoceense strain=Marseille-Q0843, ASM1386815v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Marmoricola;s__Marmoricola aurantiacus;z__GCF_003752505.1 Marmoricola aurantiacus strain=DSM 12652, ASM375250v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Marmoricola;s__Marmoricola scoriae;z__GCF_900104965.1 Marmoricola scoriae strain=DSM 22127, IMG-taxon 2634166904 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Marmoricola_A;s__Marmoricola_A caldifontis;z__GCF_008087345.1 Marmoricola caldifontis strain=YIM 730233, ASM808734v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides aquaticus;z__GCF_018459925.1 Nocardioides aquaticus strain=KCTC 9944, ASM1845992v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides cavernae;z__GCF_016907475.1 Nocardioides cavernae strain=DSM 29950, ASM1690747v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides dongxiaopingii;z__GCF_005954645.2 Nocardioides sp. S-1144, ASM595464v2

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides euryhalodurans;z__GCF_004564375.1 Nocardioides euryhalodurans strain=MMS17-SY117, ASM456437v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides exalbidus;z__GCF_900105585.1 Nocardioides exalbidus strain=DSM 22017, IMG-taxon 2639762616 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides ferulae;z__GCF_003660455.1 Nocardioides sp. SZ4R5S7 strain=SZ4R5S7, ASM366045v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides flavus;z__GCF_014653115.1 Nocardioides flavus Wang et al. 2016 strain=CGMCC 1.12791, ASM1465311v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides glacieisoli;z__GCF_004137245.1 Nocardioides glacieisoli strain=HLT3-15, ASM413724v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides islandensis;z__GCF_015352455.1 Nocardioides islandensis strain=KCTC 19275, ASM1535245v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides marinus;z__GCF_013408145.1 Nocardioides marinus strain=DSM 18248, ASM1340814v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides oleivorans;z__GCF_004137255.1 Nocardioides oleivorans strain=CGMCC 4.6882, ASM413725v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides perillae;z__GCF_013409425.1 Nocardioides perillae strain=DSM 24552, ASM1340942v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides seonyuensis;z__GCF_004683965.1 Nocardioides seonyuensis strain=MMS17-SY207-3, ASM468396v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp000519005;z__GCF_000519005.1 Nocardioides sp. J54 strain=J54, ASM51900v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp001627335;z__GCA_001627335.1 Nocardioides sp. REDSEA-S33_B3, ASM162733v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp009699265;z__GCA_009699265.1 Actinobacteria bacterium, ASM969926v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp009701885;z__GCA_009701885.1 Actinobacteria bacterium, ASM970188v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp013155335;z__GCF_013155335.1 Nocardioides sp. zg-1230 strain=zg-1230, ASM1315533v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp014360585;z__GCA_014360585.1 Nocardioides sp., ASM1436058v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp016735675;z__GCF_016735675.1 Nocardioides sp. G10 strain=G10, ASM1673567v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides sp017310035;z__GCF_017310035.1 Nocardioides sp. S5 strain=S5, ASM1731003v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides;s__Nocardioides terrigena;z__GCF_003047265.1 Nocardioides terrigena strain=KCTC 19217, ASM304726v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Nocardioidaceae;g__Nocardioides_A;s__Nocardioides_A massiliensis;z__GCF_900067705.2 Nocardioides massiliensis strain=GD13, Nocardioides massiliensis str. GD13

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Arachnia;s__Arachnia flavescens;z__GCF_001998865.1 Tessaracoccus flavescens strain=SST-39T, ASM199886v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Arachnia;s__Arachnia propionica;z__GCF_900637725.1 Pseudopropionibacterium propionicum strain=NCTC12967, 52551_C01

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Arachnia;s__Arachnia rhinocerotis;z__GCF_007197885.1 Tessaracoccus rhinocerotis strain=YIM 101269, ASM719788v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Arachnia;s__Arachnia sp013333945;z__GCA_013333945.2 Propionibacterium sp., ASM1333394v2

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Brooklawnia;s__Brooklawnia sp012517405;z__GCA_012517405.1 Propionibacterium sp., ASM1251740v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Cutibacterium;s__Cutibacterium acnes;z__GCF_003030305.1 Cutibacterium acnes strain=ATCC 6919, ASM303030v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Cutibacterium;s__Cutibacterium granulosum;z__GCF_900186975.1 Cutibacterium granulosum strain=NCTC11865, 50569_F01

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Cutibacterium;s__Cutibacterium namnetense;z__GCF_001642025.1 [Propionibacterium] namnetense strain=NTS 31307302, ASM164202v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Cutibacterium;s__Cutibacterium timonense;z__GCF_900605005.1 Acidipropionibacterium timonense strain=Marseille-P4482, PRJEB25873

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Friedmanniella;s__Friedmanniella capsulata;z__GCF_017876495.1 Microlunatus capsulatus strain=DSM 12936, ASM1787649v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Friedmanniella;s__Friedmanniella sagamiharensis;z__GCF_900105785.1 Friedmanniella sagamiharensis strain=DSM 21743, IMG-taxon 2634166345 annotated assembly

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Micropruina;s__Micropruina glycogenica;z__GCF_900289045.1 Micropruina glycogenica, MPGL2

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Propionibacterium;s__Propionibacterium acidifaciens;z__GCF_000426605.1 Propionibacterium acidifaciens DSM 21887 strain=DSM 21887, ASM42660v1

d__Bacteria;p__Actinobacteriota;o__Propionibacteriales;f__Propionibacteriaceae;g__Propionimicrobium;s__Propionimicrobium lymphophilum;z__GCF_000423485.1 Propionimicrobium lymphophilum DSM 4903 strain=DSM 4903, ASM42348v1

d__Bacteria;p__Actinobacteriota;o__Streptomycetales;f__Streptomycetaceae;g__Streptomyces;s__Streptomyces anulatus;z__GCF_014650675.1 Streptomyces anulatus strain=JCM 4721, ASM1465067v1

d__Bacteria;p__Actinobacteriota;o__Streptomycetales;f__Streptomycetaceae;g__Streptomyces;s__Streptomyces fimicarius;z__GCA_002154345.1 Streptomyces fimicarius strain=NRRL ISP-5322, ASM215434v1

d__Bacteria;p__Actinobacteriota;o__Streptomycetales;f__Streptomycetaceae;g__Streptomyces;s__Streptomyces microflavus;z__GCF_014650075.1 Streptomyces microflavus strain=JCM 4496, ASM1465007v1

d__Bacteria;p__Actinobacteriota;o__Streptomycetales;f__Streptomycetaceae;g__Streptomyces;s__Streptomyces mutabilis;z__GCF_014649815.1 Streptomyces mutabilis strain=JCM 4400, ASM1464981v1

d__Bacteria;p__Actinobacteriota;o__Streptomycetales;f__Streptomycetaceae;g__Streptomyces;s__Streptomyces niveiscabiei;z__GCF_001419795.1 Streptomyces niveiscabiei strain=NRRL B-24457, ASM141979v1

d__Bacteria;p__Actinobacteriota;o__Streptomycetales;f__Streptomycetaceae;g__Streptomyces;s__Streptomyces olivaceus;z__GCF_000721235.1 Streptomyces olivaceus strain=NRRL B-3009, ASM72123v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Alloprevotella;s__Alloprevotella sp015259235;z__GCA_015259235.1 Alloprevotella sp., ASM1525923v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Alloprevotella;s__Alloprevotella sp900095835;z__GCA_900095835.1 Prevotellaceae bacterium Marseille-P2826 strain=Marseille-P2826, PRJEB15302

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Alloprevotella;s__Alloprevotella sp905369775;z__GCA_905369775.1 Prevotellaceae bacterium UBA1746, DRR046098-mag-bin.1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Alloprevotella;s__Alloprevotella sp905371275;z__GCA_905371275.1 Prevotellaceae bacterium, SRR6059114-mag-bin.4

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides;s__Bacteroides caccae;z__GCF_002222615.2 Bacteroides caccae strain=ATCC 43185, ASM222261v2

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides;s__Bacteroides massiliensis;z__GCF_900128475.1 Mediterranea massiliensis strain=Marseille-P2645, PRJEB18047

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides;s__Bacteroides ovatus;z__GCF_001314995.1 Bacteroides ovatus strain=ATCC 8483, ASM131499v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides;s__Bacteroides stercoris;z__GCF_000154525.1 Bacteroides stercoris ATCC 43183 strain=ATCC 43183, ASM15452v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides;s__Bacteroides thetaiotaomicron;z__GCF_000011065.1 Bacteroides thetaiotaomicron VPI-5482 strain=VPI-5482, ASM1106v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Bacteroides;s__Bacteroides uniformis;z__GCF_000154205.1 Bacteroides uniformis ATCC 8492 strain=ATCC 8492, ASM15420v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Phocaeicola;s__Phocaeicola mediterraneensis;z__GCF_900128455.1 Bacteroides mediterraneensis strain=Marseille-P2644, PRJEB18046

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Phocaeicola;s__Phocaeicola vulgatus;z__GCF_000012825.1 Bacteroides vulgatus ATCC 8482 strain=ATCC 8482, ASM1282v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella bergensis;z__GCF_000160535.1 Prevotella bergensis DSM 17361 strain=DSM 17361, ASM16053v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella buccalis;z__GCF_000177075.1 Prevotella buccalis ATCC 35310 strain=ATCC 35310, ASM17707v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella colorans;z__GCF_003096815.1 Prevotella colorans strain=DSM 100333, ASM309681v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella conceptionensis;z__GCF_000312305.1 Prevotella conceptionensis 9403948 strain=9403948, ASM31230v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella copri;z__GCF_000157935.1 Prevotella copri DSM 18205 strain=DSM 18205, ASM15793v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella disiens;z__GCF_000613345.1 Prevotella disiens JCM 6334 = ATCC 29426 strain=JCM 6334, ASM61334v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella histicola;z__GCF_000613925.1 Prevotella histicola JCM 15637 = DNF00424 strain=JCM 15637, ASM61392v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella melaninogenica;z__GCF_000144405.1 Prevotella melaninogenica ATCC 25845 strain=ATCC 25845, ASM14440v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella nigrescens;z__GCF_000220235.1 Prevotella nigrescens ATCC 33563 strain=ATCC 33563, ASM22023v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella pallens;z__GCF_000220255.1 Prevotella pallens ATCC 700821 strain=ATCC 700821, ASM22025v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella sp000758925;z__GCF_000758925.1 Prevotella sp. S7-1-8 strain=S7-1-8, 04_NF40_HMP1640v01

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella sp001552765;z__GCA_001552765.1 Bacteroidales bacterium KA00344 strain=KA00344, ASM155276v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella sp015074785;z__GCF_015074785.1 Prevotella copri strain=YF2, ASM1507478v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella sp900544825;z__GCA_900544825.1 uncultured Prevotella sp., UMGS712

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella sp900547085;z__GCA_900547085.1 uncultured Prevotella sp., UMGS950

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella timonensis;z__GCF_000455445.1 Prevotella timonensis 4401737 = DSM 22865 = JCM 15640 strain=4401737, 4401737

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Bacteroidaceae;g__Prevotella;s__Prevotella timonensis_A;z__GCF_000762405.1 Prevotella timonensis S9-PR14 strain=S9-PR14, 04_NF40_HMP9304v01

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Barnesiellaceae;g__Barnesiella;s__Barnesiella intestinihominis;z__GCF_000296465.1 Barnesiella intestinihominis YIT 11860 strain=YIT 11860, Barn_inte_YIT_11860_V1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas pasteri;z__GCF_014647755.1 Porphyromonas pasteri strain=JCM 30531, ASM1464775v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas sp000467855;z__GCF_000467855.2 Porphyromonas sp. oral taxon 278 str. W7784 strain=W7784, ASM46785v2

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas sp001552775;z__GCA_001552775.1 Bacteroidales bacterium KA00251 strain=KA00251, ASM155277v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas sp003640335;z__GCA_003640335.1 Porphyromonas sp., ASM364033v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas sp018127745;z__GCF_018127745.1 Porphyromonas sp. oral taxon 275 strain=W7780, ASM1812774v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas sp900538385;z__GCA_900538385.1 uncultured Porphyromonas sp., UMGS18

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas sp900548415;z__GCA_900548415.1 uncultured Porphyromonas sp., UMGS1085

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas sp905372525;z__GCA_905372525.1 uncultured Porphyromonas sp., SRR9217423-mag-bin.10

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas uenonis;z__GCF_000482365.1 Porphyromonas uenonis DSM 23387 = JCM 13868 strain=DSM 23387, ASM48236v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__Porphyromonas uenonis_A;z__GCF_000174775.1 Porphyromonas uenonis 60-3 strain=60-3, ASM17477v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas_A;s__Porphyromonas_A bennonis;z__GCF_000375645.1 Porphyromonas bennonis DSM 23058 = JCM 16335 strain=DSM 23058, ASM37564v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas_A;s__Porphyromonas_A somerae;z__GCF_000372405.1 Porphyromonas somerae DSM 23386 strain=DSM 23386, ASM37240v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas_A;s__Porphyromonas_A sp001808555;z__GCF_001808555.1 Porphyromonas sp. HMSC065F10 strain=HMSC065F10, ASM180855v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas_A;s__Porphyromonas_A sp900120395;z__GCA_900120395.1 Porphyromonadaceae bacterium FC4 strain=FC4, PRJEB18035

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Rikenellaceae;g__Alistipes;s__Alistipes putredinis;z__GCF_000154465.1 Alistipes putredinis DSM 17216 strain=DSM 17216, ASM15446v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Rikenellaceae;g__Alistipes;s__Alistipes shahii;z__GCF_000210575.1 Alistipes shahii WAL 8301 strain=WAL 8301, ASM21057v1

d__Bacteria;p__Bacteroidota;o__Bacteroidales;f__Tannerellaceae;g__Tannerella;s__Tannerella sp003033925;z__GCF_003033925.1 Tannerella sp. oral taxon HOT-286 strain=W11666, ASM303392v1

d__Bacteria;p__Bacteroidota;o__Chitinophagales;f__Chitinophagaceae;g__Chitinophaga;s__Chitinophaga terrae;z__GCF_900107795.1 Chitinophaga terrae Kim and Jung 2007 strain=DSM 23920, IMG-taxon 2599185217 annotated assembly

d__Bacteria;p__Bacteroidota;o__Chitinophagales;f__Chitinophagaceae;g__Flavisolibacter;s__Flavisolibacter sp013327885;z__GCA_013327885.1 Flavisolibacter sp. BT320 strain=BT320, ASM1332788v1

d__Bacteria;p__Bacteroidota;o__Chitinophagales;f__Chitinophagaceae;g__Hydrotalea;s__Hydrotalea sandarakina;z__GCF_003254115.1 Hydrotalea sandarakina strain=DSM 23241, ASM325411v1

d__Bacteria;p__Bacteroidota;o__Chitinophagales;f__Chitinophagaceae;g__Paracnuella;s__Paracnuella aquatica;z__GCF_003332885.2 Paracnuella aquatica strain=N24, ASM333288v2

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__Capnocytophaga endodontalis;z__GCF_002209445.1 Capnocytophaga endodontalis strain=ChDC OS43, ASM220944v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__Capnocytophaga gingivalis;z__GCF_000174755.1 Capnocytophaga gingivalis ATCC 33624 strain=ATCC 33624, ASM17475v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__Capnocytophaga granulosa;z__GCF_000411115.1 Capnocytophaga granulosa ATCC 51502 strain=ATCC 51502, Capn_gran_ATCC_51502_V1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__Capnocytophaga leadbetteri;z__GCF_003054025.1 Capnocytophaga leadbetteri strain=DSM 22902, ASM305402v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__Capnocytophaga ochracea;z__GCF_000023285.1 Capnocytophaga ochracea DSM 7271 strain=DSM 7271, ASM2328v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__Capnocytophaga sputigena;z__GCF_900446695.1 Capnocytophaga sputigena strain=NCTC11653, 48903_C01

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Flavobacterium;s__Flavobacterium sp009789235;z__GCF_009789235.1 Flavobacterium sp. GA093 strain=GA093, ASM978923v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Flavobacterium;s__Flavobacterium sp012911605;z__GCF_012911605.1 Flavobacterium sp. SE-s27 strain=SE-s27, ASM1291160v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Flavobacteriaceae;g__Flavobacterium;s__Flavobacterium sp013294025;z__GCF_013294025.1 Flavobacterium sp. 14A strain=14A, ASM1329402v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Chryseobacterium;s__Chryseobacterium culicis;z__GCF_900108365.1 Chryseobacterium culicis strain=DSM 23031, IMG-taxon 2687453786 annotated assembly

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Chryseobacterium;s__Chryseobacterium mulctrae;z__GCF_006175945.1 Chryseobacterium mulctrae strain=CA10, ASM617594v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Chryseobacterium;s__Chryseobacterium piscium;z__GCF_003385415.1 Chryseobacterium piscium strain=CCUG 51923, ASM338541v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Chryseobacterium;s__Chryseobacterium scophthalmum;z__GCF_900143185.1 Chryseobacterium scophthalmum strain=DSM 16779, IMG-taxon 2690315624 annotated assembly

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Chryseobacterium;s__Chryseobacterium sp001677955;z__GCF_001677955.1 Chryseobacterium sp. BGARF1 strain=BGARF1, ASM167795v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Chryseobacterium;s__Chryseobacterium sp014779605;z__GCF_014779605.1 Chryseobacterium sp. C-2 strain=C-2, ASM1477960v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Chryseobacterium;s__Chryseobacterium sp903166575;z__GCF_903166575.1 Chryseobacterium sp. Marseille-P9602 strain=Marseille-P9602, P9602

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Epilithonimonas;s__Epilithonimonas hominis;z__GCF_003730015.1 Chryseobacterium hominis strain=DSM 22165, ASM373001v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Epilithonimonas;s__Epilithonimonas sp002476905;z__GCA_002476905.1 Flavobacteriales bacterium UBA7519, ASM247690v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__Epilithonimonas;s__Epilithonimonas vandammei;z__GCF_003860525.1 Chryseobacterium sp. F5649 strain=F5649, ASM386052v1

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__JABCPE02;s__JABCPE02 sp013333255;z__GCA_013333255.2 Flavobacteriaceae bacterium, ASM1333325v2

d__Bacteria;p__Bacteroidota;o__Flavobacteriales;f__Weeksellaceae;g__JABCPE02;s__JABCPE02 sp013333875;z__GCA_013333875.2 Flavobacteriaceae bacterium, ASM1333387v2

d__Bacteria;p__Bacteroidota;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__Sphingobacterium multivorum;z__GCF_900457465.1 Sphingobacterium multivorum strain=NCTC11343, 42552_G01

d__Bacteria;p__Bacteroidota;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__Sphingobacterium nematocida;z__GCF_900168125.1 Sphingobacterium nematocida strain=DSM 24091, IMG-taxon 2595698210 annotated assembly

d__Bacteria;p__Bacteroidota;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__Sphingobacterium siyangense;z__GCF_007830445.1 Sphingobacterium siyangense strain=CGMCC 1.6855, ASM783044v1

d__Bacteria;p__Bacteroidota;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__Sphingobacterium sp000814685;z__GCF_000814685.1 Sphingobacterium sp. T2 strain=T2, ASM81468v1

d__Bacteria;p__Bacteroidota;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__Sphingobacterium sp000938735;z__GCA_000938735.2 Sphingobacterium sp. PM2-P1-29, ASM93873v2

d__Bacteria;p__Bacteroidota;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__Sphingobacterium spiritivorum;z__GCF_000143765.1 Sphingobacterium spiritivorum ATCC 33861 strain=ATCC 33861, ASM14376v1

d__Bacteria;p__Bacteroidota;o__Sphingobacteriales;f__Sphingobacteriaceae;g__Sphingobacterium;s__Sphingobacterium spiritivorum_A;z__GCF_016724845.1 Sphingobacterium spiritivorum strain=FDAARGOS_1146, ASM1672484v1

d__Bacteria;p__Campylobacterota;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter_A;s__Campylobacter_A concisus_F;z__GCF_003048675.2 Campylobacter concisus strain=P1CDO2, ASM304867v2

d__Bacteria;p__Campylobacterota;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter_A;s__Campylobacter_A concisus_L;z__GCF_003048595.2 Campylobacter concisus strain=P26UCO-S2, ASM304859v2

d__Bacteria;p__Campylobacterota;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter_A;s__Campylobacter_A showae_D;z__GCF_900699785.1 Campylobacter showae, B91_SC

d__Bacteria;p__Campylobacterota;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter_B;s__Campylobacter_B hominis;z__GCF_000017585.1 Campylobacter hominis ATCC BAA-381 strain=ATCC BAA-381, ASM1758v1

d__Bacteria;p__Campylobacterota;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter_B;s__Campylobacter_B ureolyticus;z__GCF_013372225.1 Campylobacter ureolyticus strain=LMG 6451, ASM1337222v1

d__Bacteria;p__Cyanobacteria;o__Cyanobacteriales;f__Chroococcidiopsidaceae;g__Aliterella;s__Aliterella sp013698215;z__GCA_013698215.1 Tatlockia sp., ASM1369821v1

d__Bacteria;p__Cyanobacteria;o__Cyanobacteriales;f__Chroococcidiopsidaceae;g__Chroococcidiopsis;s__Chroococcidiopsis millei;z__GCF_000817735.3 Scytonema millei VB511283 strain=VB511283, ASM81773v3

d__Bacteria;p__Cyanobacteria;o__Cyanobacteriales;f__Chroococcidiopsidaceae;g__Chroococcidiopsis;s__Chroococcidiopsis thermalis;z__GCF_000317125.1 Chroococcidiopsis thermalis PCC 7203 strain=PCC 7203, ASM31712v1

d__Bacteria;p__Cyanobacteria;o__Elainellales;f__Elainellaceae;g__JAAUTN01;s__JAAUTN01 sp014695345;z__GCA_014695345.1 Cyanobacteria bacterium FACHB-471 strain=FACHB-471, ASM1469534v1

d__Bacteria;p__Deinococcota;o__Deinococcales;f__Deinococcaceae;g__Deinococcus;s__Deinococcus geothermalis;z__GCF_000196275.1 Deinococcus geothermalis DSM 11300 strain=DSM 11300, ASM19627v1

d__Bacteria;p__Deinococcota;o__Deinococcales;f__Thermaceae;g__Meiothermus;s__Meiothermus granaticius;z__GCF_003574355.1 Meiothermus granaticius NBRC 107808 strain=AF-68, ASM357435v1

d__Bacteria;p__Deinococcota;o__Deinococcales;f__Thermaceae;g__Meiothermus_B;s__Meiothermus_B silvanus;z__GCF_000092125.1 Meiothermus silvanus DSM 9946 strain=DSM 9946, ASM9212v1

d__Bacteria;p__Deinococcota;o__Deinococcales;f__Thermaceae;g__Meiothermus_B;s__Meiothermus_B sp003226535;z__GCF_003226535.1 Meiothermus sp. Pnk-1 strain=Pnk-1, ASM322653v1

d__Bacteria;p__Desulfobacterota_I;o__Desulfovibrionales;f__Desulfovibrionaceae;g__Desulfovibrio;s__Desulfovibrio desulfuricans;z__GCF_000420465.1 Desulfovibrio desulfuricans DSM 642 strain=DSM 642, ASM42046v1

d__Bacteria;p__Firmicutes;o__Alicyclobacillales;f__Alicyclobacillaceae;g__Alicyclobacillus;s__Alicyclobacillus mali;z__GCF_001570745.1 Alicyclobacillus mali NBRC 102425 strain=NBRC 102425, ASM157074v1

d__Bacteria;p__Firmicutes;o__Bacillales;f__Anoxybacillaceae;g__Anoxybacillus_A;s__Anoxybacillus_A rupiensis;z__GCF_014196195.1 Anoxybacillus rupiensis strain=DSM 17127, ASM1419619v1

d__Bacteria;p__Firmicutes;o__Bacillales;f__Bacillaceae;g__Bacillus;s__Bacillus altitudinis;z__GCF_000691145.1 Bacillus altitudinis 41KF2b strain=41KF2b, ASM69114v1

d__Bacteria;p__Firmicutes;o__Bacillales;f__Bacillaceae;g__Bacillus;s__Bacillus safensis;z__GCF_000691165.1 Bacillus safensis FO-36b strain=FO-36b, ASM69116v1

d__Bacteria;p__Firmicutes;o__Bacillales;f__Bacillaceae;g__Bacillus;s__Bacillus subtilis;z__GCF_000009045.1 Bacillus subtilis subsp. subtilis str. 168 strain=168, ASM904v1

d__Bacteria;p__Firmicutes;o__Bacillales;f__Bacillaceae_G;g__Bacillus_A;s__Bacillus_A cereus;z__GCF_000007825.1 Bacillus cereus ATCC 14579 strain=ATCC 14579, ASM782v1

d__Bacteria;p__Firmicutes;o__Bacillales_A;f__Planococcaceae;g__Planococcus;s__Planococcus okeanokoites;z__GCF_003428875.1 Planomicrobium okeanokoites strain=IFO 12536, ASM342887v1

d__Bacteria;p__Firmicutes;o__Bacillales_A;f__Planococcaceae;g__Rummeliibacillus;s__Rummeliibacillus pycnus;z__GCF_002884495.1 Rummeliibacillus pycnus strain=DSM 15030, ASM288449v1

d__Bacteria;p__Firmicutes;o__Bacillales_B;f__Bacillaceae_C;g__Weizmannia;s__Weizmannia coagulans;z__GCF_000290615.1 Bacillus coagulans DSM 1 = ATCC 7050 strain=DSM 1, ASM29061v1

d__Bacteria;p__Firmicutes;o__Bacillales_B;f__DSM-18226;g__Neobacillus;s__Neobacillus fumarioli;z__GCF_001591485.1 Bacillus fumarioli NBRC 102428 strain=NBRC 102428, ASM159148v1

d__Bacteria;p__Firmicutes;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Bulleidia;s__Bulleidia moorei;z__GCF_000425005.1 Solobacterium moorei DSM 22971 strain=DSM 22971, ASM42500v1

d__Bacteria;p__Firmicutes;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Bulleidia;s__Bulleidia sp015256455;z__GCA_015256455.1 Solobacterium sp., ASM1525645v1

d__Bacteria;p__Firmicutes;o__Exiguobacterales;f__Exiguobacteraceae;g__Exiguobacterium_A;s__Exiguobacterium_A acetylicum;z__GCF_000702605.1 Exiguobacterium acetylicum DSM 20416 strain=DSM 20416, ASM70260v1

d__Bacteria;p__Firmicutes;o__Exiguobacterales;f__Exiguobacteraceae;g__Exiguobacterium_A;s__Exiguobacterium_A indicum;z__GCF_001939065.1 Exiguobacterium indicum HHS 31 strain=HHS 31, ASM193906v1

d__Bacteria;p__Firmicutes;o__Exiguobacterales;f__Exiguobacteraceae;g__Exiguobacterium_A;s__Exiguobacterium_A sp001423965;z__GCF_001423965.1 Exiguobacterium sp. Leaf196 strain=Leaf196, Leaf196

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Abiotrophia;s__Abiotrophia defectiva;z__GCF_000160075.2 Abiotrophia defectiva ATCC 49176 strain=ATCC 49176, ASM16007v2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Abiotrophia;s__Abiotrophia sp001815865;z__GCF_001815865.1 Abiotrophia sp. HMSC24B09 strain=HMSC24B09, ASM181586v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Aerococcus;s__Aerococcus christensenii;z__GCF_001543105.1 Aerococcus christensenii strain=CCUG28831, ASM154310v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Aerococcus;s__Aerococcus sp002252085;z__GCF_002252085.1 Aerococcus sp. 1KP-2016 strain=1KP-2016, ASM225208v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Aerococcus;s__Aerococcus viridans;z__GCF_001543285.1 Aerococcus viridans strain=CCUG4311, ASM154328v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Aerococcus;s__Aerococcus viridans_C;z__GCF_002083135.2 Aerococcus viridans strain=FDAARGOS_249, ASM208313v2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Facklamia;s__Facklamia hominis;z__GCF_000301035.1 Facklamia hominis CCUG 36813 strain=CCUG 36813, Fack_homi_CCUG_36813_V1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Facklamia;s__Facklamia languida;z__GCF_000245795.1 Facklamia languida CCUG 37842 strain=CCUG 37842, Fack_lang_CCUG_37842_V1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella adiacens;z__GCF_000160675.1 Granulicatella adiacens ATCC 49175 strain=ATCC 49175, ASM16067v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella adiacens_A;z__GCA_018364485.1 Granulicatella adiacens, ASM1836448v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella elegans;z__GCF_000162475.2 Granulicatella elegans ATCC 700633 strain=ATCC 700633, Gran_ele_ATCC_700633_V2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella sp001058355;z__GCA_001058355.1 Carnobacterium maltaromaticum strain=757_CMAL, ASM105835v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella sp001071995;z__GCF_001071995.1 Streptococcus sp. 263_SSPC strain=263_SSPC, ASM107199v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella sp015264885;z__GCA_015264885.1 Streptococcus sp., ASM1526488v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella sp900551535;z__GCA_900551535.1 uncultured Granulicatella sp., UMGS1414

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Aerococcaceae;g__Granulicatella;s__Granulicatella sp905371865;z__GCA_905371865.1 uncultured Carnobacterium sp., SRR9217391-mag-bin.7

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Carnobacteriaceae;g__Carnobacterium_A;s__Carnobacterium_A inhibens;z__GCF_000746825.1 Carnobacterium inhibens subsp. inhibens DSM 13024 strain=K1, ASM74682v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Carnobacteriaceae;g__Dolosigranulum;s__Dolosigranulum pigrum;z__GCF_000245815.1 Dolosigranulum pigrum ATCC 51524 strain=ATCC 51524, Dolo_pigr_ATCC_51524_V1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus;s__Enterococcus faecalis;z__zymo3

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus_D;s__Enterococcus_D casseliflavus;z__GCF_001544095.1 Enterococcus casseliflavus NBRC 100478 strain=NBRC 100478, ASM154409v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus_E;s__Enterococcus_E cecorum;z__GCF_000407565.1 Enterococcus cecorum DSM 20682 = ATCC 43198 strain=ATCC 43198, Ente_ceco_ATCC43198_V1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus_E;s__Enterococcus_E stercoripullorum;z__GCA_019120335.1 Candidatus Enterococcus stercoripullorum, ASM1912033v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lacticaseibacillus;s__Lacticaseibacillus paracasei;z__GCF_000829035.1 Lactobacillus paracasei subsp. paracasei JCM 8130 strain=JCM 8130, ASM82903v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lacticaseibacillus;s__Lacticaseibacillus rhamnosus;z__GCF_900636965.1 Lactobacillus rhamnosus strain=NCTC13764, 45296_G02

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus amylolyticus;z__GCF_000178475.1 Lactobacillus amylolyticus DSM 11664 strain=DSM 11664, ASM17847v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus amylovorus;z__GCF_002706375.1 Lactobacillus amylovorus DSM 20531 strain=DSM 20531, ASM270637v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus delbrueckii;z__GCF_001433875.1 Lactobacillus delbrueckii subsp. delbrueckii DSM 20074 = JCM 1012 strain=DSM 20074, ASM143387v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus delbrueckii_B;z__GCA_004556255.1 Lactobacillus delbrueckii, ASM455625v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus helveticus;z__GCF_000160855.1 Lactobacillus helveticus DSM 20075 = CGMCC 1.1877 strain=DSM 20075, ASM16085v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus iners;z__GCF_000160875.1 Lactobacillus iners DSM 13335 strain=DSM 13335, ASM16087v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus kitasatonis;z__GCF_000615285.1 Lactobacillus kitasatonis DSM 16761 = JCM 1039 strain=JCM 1039, ASM61528v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Lactobacillus;s__Lactobacillus paragasseri;z__GCF_003584685.1 Lactobacillus paragasseri strain=JCM 5343, ASM358468v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Latilactobacillus;s__Latilactobacillus curvatus;z__GCF_004101845.1 Lactobacillus curvatus JCM 1096 = DSM 20019 strain=DSM 20019, ASM410184v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Leuconostoc;s__Leuconostoc carnosum;z__GCF_014207505.1 Leuconostoc carnosum strain=DSM 5576, ASM1420750v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Leuconostoc;s__Leuconostoc gelidum;z__GCF_000166715.1 Leuconostoc gelidum subsp. gelidum KCTC 3527 strain=KCTC 3527, ASM16671v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Leuconostoc;s__Leuconostoc lactis;z__GCF_014651235.1 Leuconostoc lactis KCTC 3528 = DSM 20202 strain=JCM 6123, ASM1465123v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Leuconostoc;s__Leuconostoc mesenteroides;z__GCF_000014445.1 Leuconostoc mesenteroides subsp. mesenteroides ATCC 8293 strain=ATCC 8293, ASM1444v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Leuconostoc;s__Leuconostoc pseudomesenteroides;z__GCF_014634745.1 Leuconostoc pseudomesenteroides KCTC 3652 strain=LMG 11482, ASM1463474v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Ligilactobacillus;s__Ligilactobacillus aviarius;z__GCF_001436315.1 Lactobacillus aviarius subsp. aviarius DSM 20655 strain=DSM 20655, ASM143631v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Ligilactobacillus;s__Ligilactobacillus aviarius_B;z__GCF_001654615.1 Lactobacillus aviarius strain=UMNLAv11, ASM165461v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Ligilactobacillus;s__Ligilactobacillus faecavium;z__GCA_019120355.1 Candidatus Ligilactobacillus faecavium, ASM1912035v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Ligilactobacillus;s__Ligilactobacillus salivarius;z__GCF_001435955.1 Lactobacillus salivarius DSM 20555 = ATCC 11741 strain=DSM 20555, ASM143595v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Limosilactobacillus;s__Limosilactobacillus fermentum;z__GCF_013394085.1 Lactobacillus fermentum strain=DSM 20052, ASM1339408v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Limosilactobacillus;s__Limosilactobacillus portuensis;z__GCF_014838735.1 Limosilactobacillus sp. c11Ua_112_M strain=c11Ua_112_M, ASM1483873v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Lactobacillaceae;g__Limosilactobacillus;s__Limosilactobacillus vaginalis;z__GCF_000159435.1 Lactobacillus vaginalis DSM 5837 = ATCC 49540 strain=ATCC 49540, ASM15943v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Lactococcus;s__Lactococcus cremoris;z__GCF_001591705.1 Lactococcus lactis subsp. cremoris NBRC 100676 strain=NBRC 100676, ASM159170v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Lactococcus;s__Lactococcus hircilactis;z__GCF_009601015.1 Lactococcus hircilactis strain=DSM 28960, ASM960101v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Lactococcus;s__Lactococcus lactis;z__GCF_900099625.1 Lactococcus lactis strain=ATCC 19435, IMG-taxon 2597490350 annotated assembly

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus australis;z__GCF_000186465.1 Streptococcus australis ATCC 700641 strain=ATCC 700641, ASM18646v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus cristatus;z__GCF_000222765.1 Streptococcus cristatus ATCC 51100 strain=ATCC 51100, ASM22276v2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus gordonii;z__GCF_001553855.1 Streptococcus gordonii strain=CCUG 33482, ASM155385v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus halitosis;z__GCF_003143695.2 Streptococcus halitosis strain=VT-4, ASM314369v2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus infantis;z__GCF_000187465.1 Streptococcus infantis ATCC 700779 strain=ATCC 700779, ASM18746v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus infantis_E;z__GCF_001579645.1 Streptococcus infantis strain=DD18, ASM157964v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus infantis_H;z__GCF_000223335.1 Streptococcus infantis X strain=X, ASM22333v2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus infantis_I;z__GCF_000279535.1 Streptococcus infantis SPAR10 strain=SPAR10, ASM27953v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus infantis_J;z__GCF_015546995.1 Streptococcus infantis strain=D6t1_180914_B1, ASM1554699v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus intermedius;z__GCF_000413475.1 Streptococcus intermedius SK54 = ATCC 27335 strain=ATCC 27335, Stre_inte_ATCC_27335_V1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus koreensis;z__GCF_003627135.1 Streptococcus koreensis strain=KCOM 2890 (=JS71), ASM362713v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_AC;z__GCF_002096755.1 Streptococcus mitis strain=RH_50275_09, ASM209675v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_AI;z__GCA_000385835.1 Streptococcus mitis 13/39 strain=13/39, ASM38583v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_AK;z__GCF_001281025.1 Streptococcus mitis strain=KCOM 1350 (= ChDC B183), ASM128102v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_AP;z__GCF_000220045.1 Streptococcus mitis SK1073 strain=SK1073, ASM22004v2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_AV;z__GCF_000722775.1 Streptococcus mitis strain=SK608, ASM72277v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BB;z__GCF_005144795.1 Streptococcus mitis strain=ColumbLawn, ASM514479v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BC;z__GCF_003943905.1 Streptococcus mitis strain=BCA11, ASM394390v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BE;z__GCF_003942765.1 Streptococcus mitis strain=KLC01, ASM394276v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BH;z__GCF_003942965.1 Streptococcus mitis strain=BCC07, ASM394296v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BI;z__GCF_003942865.1 Streptococcus mitis strain=BCC55, ASM394286v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BK;z__GCF_003943935.1 Streptococcus mitis strain=BCC45, ASM394393v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BN;z__GCF_009496205.1 Streptococcus mitis strain=SM11, ASM949620v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BQ;z__GCF_009496155.1 Streptococcus mitis strain=SM10, ASM949615v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_BR;z__GCA_018364455.1 Streptococcus mitis, ASM1836445v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_C;z__GCF_000148545.1 Streptococcus mitis SK597 strain=SK597, ASM14854v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_D;z__GCF_001579045.1 Streptococcus mitis strain=DD28, ASM157904v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_E;z__GCF_001074635.1 Streptococcus mitis strain=850_SMIT, ASM107463v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_F;z__GCA_001914195.1 Streptococcus mitis, ASM191419v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_H;z__GCF_000148525.1 Streptococcus mitis SK564 strain=SK564, ASM14852v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_I;z__GCF_002005545.1 Streptococcus mitis strain=321A, ASM200554v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_L;z__GCF_000257905.1 Streptococcus mitis SK579 strain=SK579, SmitisSK579v1.0

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_M;z__GCF_000722685.1 Streptococcus mitis strain=SK667, ASM72268v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_N;z__GCF_000222785.1 Streptococcus mitis SK569 strain=SK569, ASM22278v2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_O;z__GCF_000722695.1 Streptococcus mitis strain=SK629, ASM72269v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_P;z__GCF_000722705.1 Streptococcus mitis strain=SK642, ASM72270v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_Q;z__GCF_001560895.1 Streptococcus mitis strain=SVGS_061, ASM156089v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_S;z__GCF_001579665.1 Streptococcus mitis strain=DD22, ASM157966v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus mitis_W;z__GCF_002096835.1 Streptococcus mitis strain=RH_43861_09, ASM209683v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis;z__GCF_900637025.1 Streptococcus oralis ATCC 35037 strain=NCTC 11427, 46338_H01

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_AB;z__GCF_001588645.1 Streptococcus oralis strain=JPIIBV3, ASM158864v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_AC;z__GCF_016028255.1 Streptococcus oralis strain=FDAARGOS_885, ASM1602825v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_BC;z__GCF_003942675.1 Streptococcus oralis strain=BCC38, ASM394267v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_BG;z__GCF_006175905.1 Streptococcus oralis strain=ATCC 9811, ASM617590v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_BI;z__GCF_003944215.1 Streptococcus oralis strain=BCA1, ASM394421v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_BL;z__GCA_905370255.1 Streptococcus oralis, DRR046102-mag-bin.5

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_BN;z__GCA_905369855.1 Streptococcus oralis, DRR046084-mag-bin.1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_D;z__GCF_002096595.1 Streptococcus oralis subsp. oralis strain=OD_311844-09, ASM209659v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_H;z__GCF_001983955.1 Streptococcus oralis strain=S.MIT/ORALIS-351, ASM198395v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_L;z__GCF_000253155.1 Streptococcus oralis Uo5 strain=Uo5, ASM25315v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_S;z__GCF_002386345.1 Streptococcus oralis strain=FDAARGOS_367, ASM238634v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_V;z__GCF_001075675.1 Streptococcus oralis strain=918_SORA, ASM107567v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus oralis_X;z__GCF_001579025.1 Streptococcus oralis strain=DD27, ASM157902v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus parasanguinis_A;z__GCF_001074805.1 Streptococcus parasanguinis strain=886_SPAR, ASM107480v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus parasanguinis_F;z__GCF_009717815.1 Streptococcus parasanguinis strain=BIOML-A3, ASM971781v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pneumoniae;z__GCF_001457635.1 Streptococcus pneumoniae strain=NCTC7465, NCTC7465

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pseudopneumoniae_A;z__GCF_001074155.1 Streptococcus pseudopneumoniae strain=74_SPSE, ASM107415v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pseudopneumoniae_C;z__GCF_001074825.1 Streptococcus pseudopneumoniae strain=888_SPSE, ASM107482v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pseudopneumoniae_E;z__GCF_009731465.1 Streptococcus sp. 116-D4 strain=116-D4, ASM973146v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pseudopneumoniae_G;z__GCF_001076775.1 Streptococcus pseudopneumoniae strain=445_SPSE, ASM107677v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pseudopneumoniae_H;z__GCF_001070715.1 Streptococcus pseudopneumoniae strain=163_SPSE, ASM107071v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pseudopneumoniae_L;z__GCF_001072375.1 Streptococcus pseudopneumoniae strain=342_SPSE, ASM107237v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus pyogenes;z__GCF_002055535.1 Streptococcus pyogenes strain=NCTC8198, NCTC8198

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus salivarius;z__GCF_000785515.1 Streptococcus salivarius strain=NCTC 8618, ASM78551v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sanguinis;z__GCF_000194945.1 Streptococcus sanguinis SK1 = NCTC 7863 strain=SK1, ASM19494v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sanguinis_C;z__GCF_000212815.1 Streptococcus sanguinis SK49 strain=SK49, ASM21281v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sanguinis_E;z__GCF_003943735.1 Streptococcus sanguinis strain=BCC04, ASM394373v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sanguinis_H;z__GCF_013343115.1 Streptococcus sanguinis strain=FDAARGOS_770, ASM1334311v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus shenyangsis;z__GCF_006385785.1 Streptococcus sp. D19 strain=D19, ASM638578v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp000187445;z__GCF_010604095.1 Streptococcus vestibularis strain=AS012761, ASM1060409v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp000187745;z__GCF_000187745.1 Streptococcus sp. M334 strain=M334, ASM18774v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp000314795;z__GCF_000314795.2 Streptococcus sp. F0442 strain=F0442, Strept_sp_F0442_V1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp000831085;z__GCA_000831085.1 Streptococcus sp. DBCMS strain=DBCMS, ASM83108v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp001556435;z__GCF_009738225.1 Streptococcus salivarius strain=ICDC2, ASM973822v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp001813295;z__GCF_001813295.1 Streptococcus sp. HMSC072G04 strain=HMSC072G04, ASM181329v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp004166885;z__GCF_004166885.1 Streptococcus sp. bf_0095 strain=bf_0095, ASM416688v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp013394695;z__GCF_013394695.1 Streptococcus sp. oral taxon 061 strain=F0704, ASM1339469v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp901875575;z__GCA_901875575.1 uncultured Streptococcus sp., Streptococcus_sp._BgEED32

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp905221085;z__GCA_905221085.1 bacterium, S1075M24C2

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp905221305;z__GCA_905221305.1 bacterium, S1092M24C1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp905221365;z__GCA_905221365.1 bacterium, S1088H24C5

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus sp905372115;z__GCA_905372115.1 uncultured Streptococcus sp., SRR9217399-mag-bin.6

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus symci;z__GCF_006385165.1 Streptococcus sp. C17 strain=C17, ASM638516v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus thermophilus;z__GCF_010120595.1 Streptococcus thermophilus strain=ATCC 19258, ASM1012059v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus timonensis;z__GCF_900095845.1 Streptococcus timonensis strain=Marseille-P2915, PRJEB15309

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus vestibularis;z__GCF_000188295.1 Streptococcus vestibularis ATCC 49124 strain=ATCC 49124, ASM18829v1

d__Bacteria;p__Firmicutes;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__Streptococcus xiaochunlingii;z__GCF_006385805.1 Streptococcus sp. E24 strain=E24, ASM638580v1

d__Bacteria;p__Firmicutes;o__Paenibacillales;f__Paenibacillaceae;g__Cohnella;s__Cohnella laeviribosi;z__GCF_000378425.1 Cohnella laeviribosi DSM 21336 strain=DSM 21336, ASM37842v1

d__Bacteria;p__Firmicutes;o__Paenibacillales;f__Paenibacillaceae;g__Cohnella;s__Cohnella thermotolerans;z__GCF_000429825.1 Cohnella thermotolerans DSM 17683 strain=DSM 17683, ASM42982v1

d__Bacteria;p__Firmicutes;o__Paenibacillales;f__Paenibacillaceae;g__Cohnella;s__Cohnella xylanilytica;z__GCF_014212175.1 Cohnella xylanilytica strain=DSM 25239, ASM1421217v1

d__Bacteria;p__Firmicutes;o__Paenibacillales;f__Paenibacillaceae;g__Paenibacillus;s__Paenibacillus cookii;z__GCF_018333375.1 Paenibacillus cookii strain=J21TS3, ASM1833337v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella asaccharolytica;z__GCF_001553005.1 Gemella asaccharolytica strain=KA00071, ASM155300v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella haemolysans;z__GCF_000173915.1 Gemella haemolysans ATCC 10379 strain=ATCC 10379, ASM17391v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella haemolysans_A;z__GCF_012273215.1 Gemella haemolysans strain=FDAARGOS_740, ASM1227321v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella haemolysans_B;z__GCF_001553035.1 Gemella haemolysans strain=DNF01167, ASM155303v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella morbillorum;z__GCF_900476045.1 Gemella morbillorum strain=NCTC11323, 50279_D01

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella sanguinis;z__GCF_000701685.1 Gemella sanguinis ATCC 700632 strain=ATCC 700632, ASM70168v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella sp002871655;z__GCA_002871655.1 Streptococcus sp. UMB1385 strain=UMB1385, ASM287165v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Gemellaceae;g__Gemella;s__Gemella sp900766305;z__GCA_900766305.1 uncultured Gemella sp., SRS372688_6

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Salinicoccaceae;g__Aliicoccus;s__Aliicoccus persicus;z__GCF_900110815.1 Aliicoccus persicus strain=IBRC-M10081, IMG-taxon 2654588195 annotated assembly

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Salinicoccaceae;g__Nosocomiicoccus;s__Nosocomiicoccus ampullae;z__GCF_014202595.1 Nosocomiicoccus ampullae strain=DSM 19163, ASM1420259v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Staphylococcaceae;g__Staphylococcus;s__Staphylococcus capitis;z__GCF_002902325.1 Staphylococcus capitis subsp. capitis strain=NCTC 11045, ASM290232v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Staphylococcaceae;g__Staphylococcus;s__Staphylococcus epidermidis;z__GCF_006742205.1 Staphylococcus epidermidis strain=NBRC 100911, ASM674220v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Staphylococcaceae;g__Staphylococcus;s__Staphylococcus haemolyticus;z__GCF_006094395.1 Staphylococcus haemolyticus strain=ATCC 29970, ASM609439v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Staphylococcaceae;g__Staphylococcus;s__Staphylococcus hominis;z__GCF_002901845.1 Staphylococcus hominis subsp. hominis strain=NCTC 11320, ASM290184v1

d__Bacteria;p__Firmicutes;o__Staphylococcales;f__Staphylococcaceae;g__Staphylococcus;s__Staphylococcus saprophyticus;z__GCF_000010125.1 Staphylococcus saprophyticus subsp. saprophyticus ATCC 15305 = NCTC 7292 strain=ATCC 15305, ASM1012v1

d__Bacteria;p__Firmicutes_A;o__Clostridiales;f__Clostridiaceae;g__Clostridium_AR;s__Clostridium_AR sp004015185;z__GCF_004015185.1 Clostridium sp. CT4 strain=CT4, ASM401518v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Acetatifactor;s__Acetatifactor sp900066565;z__GCA_003584705.1 Lachnospiraceae bacterium GAM79 strain=GAM79, ASM358470v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Agathobacter;s__Agathobacter faecis;z__GCF_001406815.1 Roseburia faecis strain=M72, M72

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Agathobacter;s__Agathobacter rectalis;z__GCA_000020605.1 [Eubacterium] rectale ATCC 33656 strain=ATCC 33656, ASM2060v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Anaerobutyricum;s__Anaerobutyricum hallii;z__GCF_000173975.1 Anaerobutyricum hallii DSM 3353 strain=DSM 3353, ASM17397v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Anaerostipes;s__Anaerostipes hadrus;z__GCF_000332875.2 Anaerostipes hadrus DSM 3319 strain=DSM 3319, ASM33287v2

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Blautia;s__Blautia stercoris;z__GCA_003481745.1 Firmicutes bacterium OM04-13BH strain=OM04-13BH, ASM348174v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Blautia_A;s__Blautia_A massiliensis;z__GCF_001487165.1 Blautia massiliensis strain=GD9, Blautia massiliensis1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Blautia_A;s__Blautia_A obeum;z__GCF_000153905.1 Blautia obeum ATCC 29174 strain=ATCC 29174, ASM15390v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Blautia_A;s__Blautia_A wexlerae;z__GCF_000484655.1 Blautia wexlerae DSM 19850 strain=DSM 19850, ASM48465v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Butyribacter;s__Butyribacter sp003529475;z__GCF_003478335.1 Clostridium sp. AM49-4BH strain=AM49-4BH, ASM347833v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Catonella;s__Catonella massiliensis;z__GCF_016651435.1 Catonella massiliensis strain=Marseille-Q4567, ASM1665143v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Catonella;s__Catonella morbi;z__GCF_000160035.2 Catonella morbi ATCC 51271 strain=ATCC 51271, ASM16003v2

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Coprococcus;s__Coprococcus eutactus_A;z__GCF_001404675.1 Coprococcus eutactus strain=2789STDY5834963, 14207_7#86

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Dorea_A;s__Dorea_A longicatena_B;z__GCF_001404875.1 Dorea longicatena strain=2789STDY5834914, 14207_7#37

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Fusicatenibacter;s__Fusicatenibacter saccharivorans;z__GCF_015557635.1 Fusicatenibacter saccharivorans strain=D41t1_190614_C8, ASM1555763v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Johnsonella;s__Johnsonella sp900766185;z__GCA_900766185.1 uncultured Johnsonella sp., SRS335389_1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Lachnoanaerobaculum;s__Lachnoanaerobaculum orale;z__GCF_003862485.1 Lachnoanaerobaculum orale strain=DSM 24553, ASM386248v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Lachnoanaerobaculum;s__Lachnoanaerobaculum sp000209465;z__GCA_000209465.1 Lachnospiraceae oral taxon 107 str. F0167 strain=F0167, Lach_bact_F0167_V1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Lachnoanaerobaculum;s__Lachnoanaerobaculum sp000296385;z__GCF_000296385.1 Lachnoanaerobaculum sp. OBRC5-5 strain=OBRC5-5, Clos_bact_OBRC5-5_V1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Lachnospira;s__Lachnospira eligens_A;z__GCF_009680455.1 Lachnospira eligens strain=BIOML-A1, ASM968045v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Lachnospira;s__Lachnospira rogosae_A;z__GCA_900112995.1 Lactobacillus rogosae strain=ATCC 27753, IMG-taxon 2597490368 annotated assembly

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Mediterraneibacter;s__Mediterraneibacter faecis;z__GCA_001312505.1 [Ruminococcus] faecis JCM 15917 strain=JCM 15917, ASM131250v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Mediterraneibacter;s__Mediterraneibacter lactaris;z__GCF_000155205.1 [Ruminococcus] lactaris ATCC 29176 strain=ATCC 29176, ASM15520v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Oribacterium;s__Oribacterium parvum;z__GCF_000238055.2 Oribacterium parvum ACB1 strain=ACB1, Oribacterium_sp_ACB1_V2

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Oribacterium;s__Oribacterium sinus;z__GCF_014202695.1 Oribacterium sinus strain=DSM 17245, ASM1420269v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Roseburia;s__Roseburia intestinalis;z__GCF_900537995.1 Roseburia intestinalis L1-82 strain=L1-82, Roseburia intestinalis strain L1-82

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Roseburia;s__Roseburia inulinivorans;z__GCF_000174195.1 Roseburia inulinivorans DSM 16841 strain=DSM 16841, ASM17419v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Stomatobaculum;s__Stomatobaculum naviforme;z__GCF_003014445.1 Fusobacterium naviforme strain=ATCC 25832, ASM301444v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__Stomatobaculum;s__Stomatobaculum sp002892395;z__GCA_002892395.1 Lachnospiraceae bacterium strain=KA00044, ASM289239v1

d__Bacteria;p__Firmicutes_A;o__Lachnospirales;f__Lachnospiraceae;g__UMGS1375;s__UMGS1375 sp900066615;z__GCA_902363685.1 Ruminococcaceae bacterium, MGYG-HGUT-00140

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Acutalibacteraceae;g__Acutalibacter;s__Acutalibacter sp910580045;z__GCA_910580045.1 uncultured Eubacteriales bacterium, MGBC115182

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Acutalibacteraceae;g__Eubacterium_R;s__Eubacterium_R sp900542875;z__GCA_900542875.1 uncultured Eubacterium sp., UMGS508

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Acutalibacteraceae;g__Ruminococcus_E;s__Ruminococcus_E bromii_B;z__GCF_002834235.1 Ruminococcus bromii strain=5AMG, ASM283423v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Oscillospiraceae;g__CAG-83;s__CAG-83 sp001916855;z__GCA_018228685.1 Clostridiaceae bacterium Marseille-Q4149 strain=Marseille-Q4149, ASM1822868v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium prausnitzii_A;z__GCF_002550015.1 Faecalibacterium prausnitzii strain=CNCM I 4644, ASM255001v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium prausnitzii_C;z__GCF_010509575.1 Faecalibacterium prausnitzii A2-165 strain=JCM 31915, ASM1050957v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium prausnitzii_F;z__GCF_002549775.1 Faecalibacterium prausnitzii strain=CNCM I 4541, ASM254977v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium prausnitzii_G;z__GCF_003293635.1 Faecalibacterium prausnitzii strain=942/30-2, ASM329363v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium prausnitzii_I;z__GCF_003287495.1 Faecalibacterium prausnitzii strain=APC923/61-1, ASM328749v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium prausnitzii_J;z__GCF_003287405.1 Faecalibacterium prausnitzii strain=APC923/51-1, ASM328740v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium sp900539885;z__GCA_900539885.1 uncultured Faecalibacterium sp., UMGS184

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Faecalibacterium;s__Faecalibacterium sp900758465;z__GCA_900758465.1 uncultured Faecalibacterium sp., ERS608519_39

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Gemmiger;s__Gemmiger formicilis;z__GCF_900167555.1 Gemmiger formicilis strain=ATCC 27749, IMG-taxon 2590828806 annotated assembly

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Ruminococcus_C;s__Ruminococcus_C callidus;z__GCF_000468015.1 Ruminococcus callidus ATCC 27760 strain=ATCC 27760, ASM46801v1

d__Bacteria;p__Firmicutes_A;o__Oscillospirales;f__Ruminococcaceae;g__Ruminococcus_D;s__Ruminococcus_D bicirculans;z__GCF_000723465.1 Ruminococcus bicirculans strain=80/3, Rb803

d__Bacteria;p__Firmicutes_A;o__Peptostreptococcales;f__Anaerovoracaceae;g__Eubacterium_M;s__Eubacterium_M brachy;z__GCA_000488855.1 Eubacterium brachy ATCC 33089 strain=ATCC 33089, ASM48885v1

d__Bacteria;p__Firmicutes_A;o__Peptostreptococcales;f__Anaerovoracaceae;g__Mogibacterium;s__Mogibacterium diversum;z__GCF_002998925.1 Mogibacterium diversum strain=CCUG 47132, ASM299892v1

d__Bacteria;p__Firmicutes_A;o__Peptostreptococcales;f__Filifactoraceae;g__Filifactor;s__Filifactor alocis;z__GCF_000163895.2 Filifactor alocis ATCC 35896 strain=ATCC 35896, ASM16389v2

d__Bacteria;p__Firmicutes_A;o__Peptostreptococcales;f__Peptostreptococcaceae;g__Peptostreptococcus;s__Peptostreptococcus anaerobius;z__GCF_000381525.1 Peptostreptococcus anaerobius VPI 4330 = DSM 2949 strain=DSM 2949, ASM38152v1

d__Bacteria;p__Firmicutes_A;o__Saccharofermentanales;f__DTU023;g__SFGY01;s__SFGY01 sp004556455;z__GCA_004556455.1 Clostridiales bacterium, ASM455645v1

d__Bacteria;p__Firmicutes_A;o__Saccharofermentanales;f__Fastidiosipilaceae;g__Fastidiosipila;s__Fastidiosipila sanguinis;z__GCF_002998295.1 Fastidiosipila sanguinis strain=CCUG 47711, ASM299829v1

d__Bacteria;p__Firmicutes_A;o__Thermoanaerobacterales;f__Thermoanaerobacteraceae;g__Thermoanaerobacterium;s__Thermoanaerobacterium aotearoense;z__GCF_009905255.1 Thermoanaerobacterium aotearoense strain=SCUT27, ASM990525v1

d__Bacteria;p__Firmicutes_A;o__Thermoanaerobacterales;f__Thermoanaerobacteraceae;g__Thermoanaerobacterium;s__Thermoanaerobacterium butyriciformans;z__GCF_017874545.1 Thermoanaerobacterium butyriciformans strain=DSM 101588, ASM1787454v1

d__Bacteria;p__Firmicutes_A;o__Thermoanaerobacterales;f__Thermoanaerobacteraceae;g__Thermoanaerobacterium;s__Thermoanaerobacterium sp002102475;z__GCF_002102475.1 Thermoanaerobacterium sp. PSU-2 strain=PSU-2, ASM210247v1

d__Bacteria;p__Firmicutes_A;o__Thermoanaerobacterales;f__Thermoanaerobacteraceae;g__Thermoanaerobacterium;s__Thermoanaerobacterium sp900205865;z__GCF_900205865.1 Thermoanaerobacterium sp. RBIITD strain=RBIITD, IMG-taxon 2595698254 annotated assembly

d__Bacteria;p__Firmicutes_A;o__Thermoanaerobacterales;f__Thermoanaerobacteraceae;g__Thermoanaerobacterium;s__Thermoanaerobacterium thermosaccharolyticum;z__GCF_000145615.1 Thermoanaerobacterium thermosaccharolyticum DSM 571 strain=DSM 571, ASM14561v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus degeneri;z__GCF_017874475.1 Anaerococcus degeneri strain=DSM 29674, ASM1787447v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus hydrogenalis;z__GCF_000173355.1 Anaerococcus hydrogenalis DSM 7454 strain=DSM 7454, ASM17335v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus lactolyticus;z__GCF_000156575.1 Anaerococcus lactolyticus ATCC 51172 strain=ATCC 51172, ASM15657v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus marasmi;z__GCF_900290195.1 Anaerococcus marasmi strain=Marseille-P3557, PRJEB23816

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus mediterraneensis;z__GCF_900128415.1 Anaerococcus mediterraneensis strain=Marseille-P2765T, PRJEB15655

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus nagyae;z__GCF_017874535.1 Anaerococcus nagyae strain=DSM 101193, ASM1787453v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus obesiensis;z__GCF_000311745.1 Anaerococcus obesiensis ph10 strain=ph10, ASM31174v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus octavius;z__GCF_900445265.1 Anaerococcus octavius strain=NCTC9810, 51765_E01

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus prevotii;z__GCF_000024105.1 Anaerococcus prevotii DSM 20548 strain=DSM 20548, ASM2410v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus provencensis;z__GCF_000312365.2 Anaerococcus provencensis strain=9402080, ASM31236v2

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus senegalensis;z__GCF_000321005.1 Anaerococcus senegalensis JC48 strain=type strain: JC17, ASM32100v2

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus sp900541365;z__GCF_016798225.1 Anaerococcus sp. mt242 strain=mt242, ASM1679822v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus sp900551095;z__GCA_900551095.1 uncultured Anaerococcus sp., UMGS1364

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus vaginalis_B;z__GCF_000307225.1 Anaerococcus vaginalis strain=PH9, ASM30722v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus vaginalis_C;z__GCA_018363915.1 Anaerococcus vaginalis, ASM1836391v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Anaerococcus;s__Anaerococcus vaginimassiliensis;z__GCF_900626155.1 Anaerococcus sp. Marseille-P4512 strain=Marseille-P4512, PRJEB22908

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Ezakiella;s__Ezakiella coagulans;z__GCF_003096635.1 [Bacteroides] coagulans strain=DSM 20705, ASM309663v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Ezakiella;s__Ezakiella massiliensis;z__GCF_900120165.1 Ezakiella massiliensis strain=Marseille-P2951T, PRJEB15652

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Ezakiella;s__Ezakiella peruensis;z__GCF_900215725.1 Ezakiella peruensis strain=M6.X2, PRJEB22476

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Fenollaria;s__Fenollaria massiliensis;z__GCF_000312505.2 Fenollaria massiliensis strain=9401234, Cb_9401234

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Fenollaria;s__Fenollaria sp900539725;z__GCA_900539725.1 uncultured Clostridiales bacterium, UMGS167

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Fenollaria;s__Fenollaria timonensis;z__GCF_001457835.1 Fenollaria timonensis strain=GD5, Micromassilia timonensis

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Finegoldia;s__Finegoldia magna;z__GCF_003182075.1 Finegoldia magna strain=DSM 20470, ASM318207v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Finegoldia;s__Finegoldia magna_H;z__GCF_000010185.1 Finegoldia magna ATCC 29328 strain=ATCC 29328, ASM1018v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Finegoldia;s__Finegoldia magna_I;z__GCA_018371055.1 Finegoldia magna, ASM1837105v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__KA00134;s__KA00134 sp001574395;z__GCA_001574395.1 Clostridiales bacterium KA00134 strain=KA00134, ASM157439v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Khoudiadiopia;s__Khoudiadiopia massiliensis;z__GCA_900290095.1 Khoudiadiopia massiliensis strain=Marseille-P2746, PRJEB24919

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Levyella;s__Levyella massiliensis;z__GCF_000308275.2 Levyella massiliensis strain=9403326, LM2

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Parvimonas;s__Parvimonas micra;z__GCF_900637905.1 Parvimonas micra strain=NCTC11808, 52756_G01

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Parvimonas;s__Parvimonas sp001552895;z__GCA_001552895.1 Tissierellia bacterium KA00581 strain=KA00581, ASM155289v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_A;s__Peptoniphilus_A grossensis;z__GCF_000311825.1 Peptoniphilus grossensis ph5 strain=ph5, ASM31182v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_A;s__Peptoniphilus_A harei;z__GCF_900454685.1 Peptoniphilus harei strain=NCTC13076, 52278_A01

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_A;s__Peptoniphilus_A harei_A;z__GCF_000183565.1 Peptoniphilus harei ACS-146-V-Sch2b strain=ACS-146-V-Sch2b, ASM18356v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_A;s__Peptoniphilus_A lacrimalis;z__GCF_000378725.1 Peptoniphilus lacrimalis DSM 7455 strain=DSM 7455, ASM37872v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_A;s__Peptoniphilus_A lacydonensis;z__GCF_900106515.1 Peptoniphilus lacydonensis strain=EL1, PRJEB16530

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_A;s__Peptoniphilus_A senegalensis;z__GCF_000321025.1 Peptoniphilus senegalensis JC140 strain=type strain: JC140, ASM32102v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_A;s__Peptoniphilus_A vaginalis;z__GCF_900176605.1 Peptoniphilus vaginalis strain=KhD- 2, PRJEB20366

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_B;s__Peptoniphilus_B duerdenii;z__GCF_000146345.1 Peptoniphilus duerdenii ATCC BAA-1640 strain=ATCC BAA-1640, ASM14634v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_B;s__Peptoniphilus_B sp000478985;z__GCF_000478985.1 Peptoniphilus sp. BV3C26 strain=BV3C26, CspBV3C26v1.0

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_C;s__Peptoniphilus_C coxii;z__GCF_001553115.1 Peptoniphilus coxii strain=DNF00729, ASM155311v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_C;s__Peptoniphilus_C pacaensis;z__GCF_900088125.1 Peptoniphilus pacaensis strain=Kh-D5, PRJEB14116

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_C;s__Peptoniphilus_C sp902363535;z__GCA_902363535.1 Peptoniphilaceae bacterium, MGYG-HGUT-00130

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Peptoniphilus_E;s__Peptoniphilus_E obesi;z__GCF_000311865.1 Peptoniphilus obesi ph1 strain=ph1, ASM31186v1

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Urinicoccus;s__Urinicoccus massiliensis;z__GCF_900120405.1 Urinicoccus massiliensis strain=FC2, PRJEB18034

d__Bacteria;p__Firmicutes_A;o__Tissierellales;f__Peptoniphilaceae;g__Urinicoccus;s__Urinicoccus timonensis;z__GCF_900232945.1 Urinicoccus sp. Marseille-P3926 strain=Marseille-P3926, PRJEB22715

d__Bacteria;p__Firmicutes_B;o__Desulfotomaculales;f__Desulfotomaculaceae;g__Desulfotomaculum;s__Desulfotomaculum nigrificans;z__GCF_000189755.2 Desulfotomaculum nigrificans DSM 574 strain=DSM 574, ASM18975v3

d__Bacteria;p__Firmicutes_B;o__Peptococcales;f__Peptococcaceae;g__Peptococcus;s__Peptococcus niger;z__GCF_900101835.1 Peptococcus niger strain=DSM 20475, IMG-taxon 2634166305 annotated assembly

d__Bacteria;p__Firmicutes_C;o__Selenomonadales;f__Selenomonadaceae;g__Centipeda;s__Centipeda artemidis;z__GCF_000426665.1 Selenomonas artemidis DSM 19719 strain=DSM 19719, ASM42666v1

d__Bacteria;p__Firmicutes_C;o__Selenomonadales;f__Selenomonadaceae;g__Centipeda;s__Centipeda noxia;z__GCF_000160555.1 Selenomonas noxia ATCC 43541 strain=ATCC 43541, ASM16055v1

d__Bacteria;p__Firmicutes_C;o__Selenomonadales;f__Selenomonadaceae;g__Centipeda;s__Centipeda sp015265235;z__GCA_015265235.1 Selenomonas sp., ASM1526523v1

d__Bacteria;p__Firmicutes_C;o__Selenomonadales;f__Selenomonadaceae;g__Selenomonas_C;s__Selenomonas_C bovis;z__GCF_000381005.1 Selenomonas bovis DSM 23594 strain=DSM 23594, ASM38100v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Dialisteraceae;g__Dialister;s__Dialister invisus;z__GCF_000160055.1 Dialister invisus DSM 15470 strain=DSM 15470, ASM16005v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Dialisteraceae;g__Dialister;s__Dialister micraerophilus;z__GCF_000194985.1 Dialister micraerophilus DSM 19965 strain=DSM 19965, ASM19498v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Dialisteraceae;g__Dialister;s__Dialister sp001553355;z__GCA_001553355.1 Veillonellaceae bacterium DNF00626 strain=DNF00626, ASM155335v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Dialisteraceae;g__Dialister;s__Dialister sp900541485;z__GCA_900541485.1 uncultured Dialister sp., UMGS359

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Dialisteraceae;g__Dialister;s__Dialister succinatiphilus;z__GCF_000242435.1 Dialister succinatiphilus YIT 11850 strain=YIT 11850, Dial_succ_YIT_11850_V1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Megasphaeraceae;g__Anaeroglobus;s__Anaeroglobus micronuciformis;z__GCF_000165735.1 Megasphaera micronuciformis F0359 strain=F0359, ASM16573v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__F0422;s__F0422 sp001553345;z__GCF_001553345.1 Veillonella sp. DNF00869 strain=DNF00869, ASM155334v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__F0422;s__F0422 sp003992015;z__GCF_003992015.1 Veillonella sp. VA137 strain=VA137, ASM399201v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__F0422;s__F0422 sp003992055;z__GCF_003992055.1 Veillonella sp. CHU740 strain=CHU740, ASM399205v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__F0422;s__F0422 sp003992315;z__GCF_003992315.1 Veillonella sp. 3891 strain=3891, ASM399231v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__F0422;s__F0422 sp900766245;z__GCA_900766245.1 Veillonellaceae bacterium, SRS373047_9

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella atypica;z__GCF_002959915.1 Veillonella atypica KON strain=ATCC 17744, ASM295991v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella infantium;z__GCF_002959895.1 Veillonella infantium strain=T11011-4, ASM295989v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella nakazawae;z__GCF_013393365.1 Veillonella sp. T1-7 strain=T1-7, ASM1339336v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella parvula;z__GCF_000024945.1 Veillonella parvula DSM 2008 strain=DSM 2008, ASM2494v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella parvula_A;z__GCF_902810435.1 Veillonella parvula strain=SKV38, SKV38

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella rogosae;z__GCF_002959775.1 Veillonella rogosae JCM 15642 strain=JCM 15642, ASM295977v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella rogosae;z__zymo12

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella sp003463825;z__GCF_003463825.1 Veillonella sp. AM51-8BH strain=AM51-8BH, ASM346382v1

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella sp900550175;z__GCA_900550175.1 uncultured Veillonella sp., UMGS1259

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella sp900556785;z__GCA_900556785.1 uncultured Veillonella sp., UMGS1979

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella sp900757715;z__GCA_900757715.1 uncultured Veillonella sp., ERS537359_13

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella;s__Veillonella sp900766125;z__GCA_900766125.1 uncultured Veillonella sp., SRS311462_12

d__Bacteria;p__Firmicutes_C;o__Veillonellales;f__Veillonellaceae;g__Veillonella_A;s__Veillonella_A sp900765165;z__GCA_900765165.1 Veillonellaceae bacterium, SRS294823_8

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__Fusobacterium hwasookii;z__GCF_014217355.1 Fusobacterium hwasookii strain=KCOM 1249, ASM1421735v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__Fusobacterium massiliense;z__GCF_900095705.1 Fusobacterium massiliense strain=Marseille-P2749, PRJEB15286

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__Fusobacterium periodonticum_B;z__GCF_000163935.1 Fusobacterium periodonticum 1_1_41FAA strain=1_1_41FAA, ASM16393v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__Fusobacterium periodonticum_D;z__GCF_002763915.1 Fusobacterium pseudoperiodonticum strain=KCOM 1262, ASM276391v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__Fusobacterium polymorphum;z__GCF_001457555.1 Fusobacterium nucleatum subsp. polymorphum strain=NCTC10562, NCTC10562

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__Fusobacterium pseudoperiodonticum;z__GCF_002761955.1 Fusobacterium pseudoperiodonticum strain=KCOM 1259, ASM276195v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__Fusobacterium vincentii;z__GCA_000182945.1 Fusobacterium nucleatum subsp. vincentii ATCC 49256 strain=ATCC 49256, ASM18294v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__Leptotrichia buccalis;z__GCF_000023905.1 Leptotrichia buccalis C-1013-b strain=DSM 1135, ASM2390v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__Leptotrichia hofstadii;z__GCF_007990525.1 Leptotrichia hofstadii strain=JCM16775, ASM799052v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__Leptotrichia hongkongensis;z__GCF_007990635.1 Leptotrichia hongkongensis strain=JMUB5056, ASM799063v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__Leptotrichia massiliensis;z__GCF_900104625.1 Leptotrichia massiliensis strain=Marseille-P3007, PRJEB16350

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__Leptotrichia trevisanii;z__GCF_000482505.1 Leptotrichia trevisanii DSM 22070 strain=DSM 22070, ASM48250v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__Leptotrichia wadei;z__GCF_007990545.2 Leptotrichia wadei strain=JCM16777, ASM799054v2

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__Leptotrichia wadei_A;z__GCF_007990445.1 Leptotrichia wadei strain=JMUB3936, ASM799044v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia_A;s__Leptotrichia_A sp000469505;z__GCF_000469505.1 Leptotrichia sp. oral taxon 215 str. W9775 strain=W9775, ASM46950v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia_A;s__Leptotrichia_A sp001274535;z__GCF_001274535.1 Leptotrichia sp. oral taxon 212 strain=W10393, ASM127453v1

d__Bacteria;p__Fusobacteriota;o__Fusobacteriales;f__Leptotrichiaceae;g__Streptobacillus;s__Streptobacillus hongkongensis;z__GCF_001559795.1 Streptobacillus hongkongensis strain=DSM 26322, ASM155979v1

d__Bacteria;p__Patescibacteria;o__Absconditabacterales;f__X112;g__HOT-345;s__HOT-345 sp013333605;z__GCA_013333605.2 candidate division SR1 bacterium, ASM1333360v2

d__Bacteria;p__Patescibacteria;o__Saccharimonadales;f__Nanogingivalaceae;g__Nanogingivalis;s__Nanogingivalis sp900555945;z__GCA_015256915.2 Candidatus Saccharimonas sp., ASM1525691v2

d__Bacteria;p__Patescibacteria;o__Saccharimonadales;f__Nanogingivalaceae;g__Nanogingivalis;s__Nanogingivalis sp900556165;z__GCA_900556165.1 uncultured bacterium, UMGS1907

d__Bacteria;p__Patescibacteria;o__Saccharimonadales;f__Nanosynbacteraceae;g__Nanosynbacter;s__Nanosynbacter sp900555675;z__GCA_900555675.1 Candidatus Saccharibacteria bacterium, UMGS1848

d__Bacteria;p__Patescibacteria;o__Saccharimonadales;f__Nanosynbacteraceae;g__VGLK01;s__VGLK01 sp013333495;z__GCA_013333495.2 Candidatus Saccharibacteria bacterium, ASM1333349v2

d__Bacteria;p__Patescibacteria;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp013333795;z__GCA_013333795.2 Candidatus Saccharibacteria bacterium, ASM1333379v2

d__Bacteria;p__Patescibacteria;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp905372095;z__GCA_905372095.1 Candidatus Saccharibacteria bacterium, SRR9217394-mag-bin.2

d__Bacteria;p__Patescibacteria;o__Saccharimonadales;f__UBA10027;g__SDRW01;s__SDRW01 sp007845485;z__GCA_007845485.1 TM7 phylum sp. oral taxon 348 strain=TM7_HOT_348-SAG2, ASM784548v1

d__Bacteria;p__Proteobacteria;o__Acetobacterales;f__Acetobacteraceae;g__Acetobacter;s__Acetobacter peroxydans;z__GCF_006539345.1 Acetobacter peroxydans strain=NBRC 13755, ASM653934v1

d__Bacteria;p__Proteobacteria;o__Acetobacterales;f__Acetobacteraceae;g__Roseomonas;s__Roseomonas mucosa;z__GCF_000622225.1 Roseomonas mucosa ATCC BAA-692 strain=ATCC BAA-692, ASM62222v1

d__Bacteria;p__Proteobacteria;o__Acetobacterales;f__Acetobacteraceae;g__Roseomonas;s__Roseomonas sp016107285;z__GCF_016107285.1 Roseomonas sp. KE0001 strain=KE0001, ASM1610728v1

d__Bacteria;p__Proteobacteria;o__Azospirillales;f__Azospirillaceae;g__Azospirillum;s__Azospirillum thermophilum;z__GCF_003130795.1 Azospirillum sp. CFH 70021 strain=CFH 70021, ASM313079v1

d__Bacteria;p__Proteobacteria;o__Azospirillales;f__Azospirillaceae;g__Skermanella;s__Skermanella sp016653635;z__GCF_016653635.2 Skermanella sp. TT6 strain=TT6, ASM1665363v2

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Achromobacter;s__Achromobacter marplatensis;z__GCF_002209535.1 Achromobacter marplatensis strain=B2, ASM220953v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Acidovorax;s__Acidovorax temperans;z__GCF_006716905.1 Acidovorax temperans strain=DSM 7270, ASM671690v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Aquabacterium;s__Aquabacterium sp003933735;z__GCF_003933735.1 Aquabacterium sp. SJQ9 strain=SJQ9, ASM393373v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Bordetella_C;s__Bordetella_C sp002119725;z__GCF_002119725.1 Bordetella genomosp. 9 strain=AU17164, ASM211972v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Burkholderia;s__Burkholderia multivorans;z__GCF_000959525.1 Burkholderia multivorans ATCC BAA-247 strain=BAA-247, ASM95952v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Burkholderia;s__Burkholderia pseudomultivorans;z__GCF_902499075.1 Burkholderia pseudomultivorans, ASM90249907v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Burkholderia;s__Burkholderia vietnamiensis;z__GCF_000959445.1 Burkholderia vietnamiensis LMG 10929 strain=LMG 10929, ASM95944v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas koreensis;z__GCF_014076495.1 Comamonas koreensis strain=T50-37, ASM1407649v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas sp002472915;z__GCA_002472915.1 Comamonadaceae bacterium UBA7244, ASM247291v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas terrae;z__GCF_001544075.1 Comamonas terrae strain=NBRC 106524, ASM154407v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas terrigena;z__GCF_900461435.1 Comamonas terrigena strain=NCTC1937, 46693_E02

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas testosteroni;z__GCF_000241525.1 Comamonas testosteroni ATCC 11996 strain=ATCC 11996, ASM24152v2

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas testosteroni_B;z__GCF_000739375.1 Comamonas testosteroni TK102 strain=TK102, ASM73937v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas testosteroni_C;z__GCF_000761245.1 Comamonas testosteroni strain=JL40, CJL40v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Comamonas;s__Comamonas tsuruhatensis;z__GCF_001571325.1 Delftia tsuruhatensis NBRC 16741 strain=NBRC 16741, ASM157132v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Cupriavidus;s__Cupriavidus gilardii;z__GCF_008801915.1 Cupriavidus gilardii strain=CCUG 38401, ASM880191v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Cupriavidus;s__Cupriavidus gilardii_D;z__GCF_007829435.1 Cupriavidus gilardii J11 strain=J11, ASM782943v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Cupriavidus;s__Cupriavidus nantongensis;z__GCF_001598055.1 Cupriavidus nantongensis strain=X1, ASM159805v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Diaphorobacter;s__Diaphorobacter nitroreducens;z__GCA_003755025.1 Diaphorobacter nitroreducens strain=DSM 15985, ASM375502v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Duganella;s__Duganella zoogloeoides;z__GCA_000383895.1 Duganella zoogloeoides ATCC 25935 strain=ATCC 25935, ASM38389v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Herbaspirillum;s__Herbaspirillum aquaticum;z__GCF_002213425.1 Herbaspirillum aquaticum strain=IEH 4430, ASM221342v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Herbaspirillum;s__Herbaspirillum huttiense;z__GCF_004367745.1 Herbaspirillum huttiense strain=NFYY 53159, ASM436774v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Herbaspirillum;s__Herbaspirillum sp017744395;z__GCA_017744395.1 Herbaspirillum sp., ASM1774439v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Hydrogenophaga;s__Hydrogenophaga sp009859475;z__GCF_009859475.1 Hydrogenophaga sp. BPS33 strain=BPS33, ASM985947v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ideonella;s__Ideonella dechloratans;z__GCF_008801845.1 Ideonella dechloratans strain=CCUG 30977, ASM880184v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ideonella;s__Ideonella sp000333615;z__GCF_000333615.1 Ideonella sp. B508-1 strain=B508-1, ASM33361v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Lautropia;s__Lautropia mirabilis;z__GCF_900637555.1 Lautropia mirabilis strain=NCTC12852, 51726_E01

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Limnobacter;s__Limnobacter sp002954425;z__GCF_013004065.1 Limnobacter sp. SAORIC-580 strain=SAORIC-580, ASM1300406v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Massilia;s__Massilia alkalitolerans;z__GCF_000427785.1 Massilia alkalitolerans DSM 17462 strain=DSM 17462, ASM42778v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Massilia;s__Massilia aurea_B;z__GCF_014200505.1 Massilia aurea strain=AT3.2, ASM1420050v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Massilia;s__Massilia oculi;z__GCF_017582745.1 Massilia oculi strain=HYUMC2021, ASM1758274v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Massilia;s__Massilia sp002354135;z__GCA_002354135.1 Massilia sp. UBA2709, ASM235413v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Massilia;s__Massilia timonae;z__GCF_000315425.1 Massilia timonae CCUG 45783 strain=CCUG 45783, Mass_timo_CCUG_45783_V1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Methylibium;s__Methylibium sp001425905;z__GCF_001425905.1 Methylibium sp. Root1272 strain=Root1272, Root1272

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Pandoraea;s__Pandoraea nosoerga;z__GCF_902459585.1 Pandoraea nosoerga strain=LMG 31109, LMG 31109

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Paraburkholderia;s__Paraburkholderia kururiensis_A;z__GCF_003350035.1 Paraburkholderia kururiensis strain=HAMBI 2494, ASM335003v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Pigmentiphaga;s__Pigmentiphaga sp002188465;z__GCF_002188465.1 Pigmentiphaga sp. NML080357 strain=NML080357, ASM218846v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Pseudorhodoferax;s__Pseudorhodoferax soli;z__GCF_003337555.1 Pseudorhodoferax soli strain=DSM 21634, ASM333755v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ralstonia;s__Ralstonia insidiosa;z__GCF_008801405.1 Ralstonia insidiosa strain=CCUG 46789, ASM880140v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ralstonia;s__Ralstonia mannitolilytica;z__GCF_905397375.1 Ralstonia mannitolilytica strain=LMG 6866, LMG 6866

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ralstonia;s__Ralstonia sp000620465;z__GCF_000620465.1 Ralstonia sp. UNC404CL21Col strain=UNC404CL21Col, ASM62046v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ralstonia;s__Ralstonia sp001078575;z__GCF_001078575.1 Ralstonia sp. MD27 strain=MD27, ASM107857v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ralstonia;s__Ralstonia sp003851545;z__GCF_003851545.1 Ralstonia sp. SET104 strain=SET104, ASM385154v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ralstonia;s__Ralstonia sp007997035;z__GCF_007997035.1 Ralstonia sp. TCR112 strain=TCR112, ASM799703v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Tepidimonas;s__Tepidimonas taiwanensis;z__GCF_007556675.1 Tepidimonas taiwanensis strain=I1-1, ASM755667v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Variovorax;s__Variovorax sp001426505;z__GCF_001426505.1 Variovorax sp. Root473 strain=Root473, Root473

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Variovorax;s__Variovorax sp004211245;z__GCA_004211245.1 Variovorax sp., ASM421124v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Variovorax;s__Variovorax sp900115375;z__GCF_016806145.1 Variovorax paradoxus strain=VAI-C, ASM1680614v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Chromobacteriaceae;g__Aquitalea;s__Aquitalea magnusonii_B;z__GCF_002217795.2 Aquitalea magnusonii strain=H3, ASM221779v2

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Chromobacteriaceae;g__Aquitalea;s__Aquitalea pelogenes;z__GCF_001515305.1 Aquitalea pelogenes strain=CCM 7557, ASM151530v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Chromobacteriaceae;g__Aquitalea;s__Aquitalea sp013391415;z__GCF_013391415.1 Aquitalea sp. LB_tupeE strain=LB_tupeE, ASM1339141v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Chromobacteriaceae;g__Gulbenkiania;s__Gulbenkiania mobilis;z__GCA_004346645.1 Gulbenkiania mobilis strain=DSM 18507, ASM434664v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Eikenella;s__Eikenella corrodens_B;z__GCF_003990355.1 Eikenella corrodens strain=KCOM 3110, ASM399035v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Kingella_A;s__Kingella_A denitrificans;z__GCF_000190695.1 Kingella denitrificans ATCC 33394 strain=ATCC 33394, ASM19069v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Kingella_B;s__Kingella_B oralis;z__GCF_014054985.1 Kingella oralis strain=DSM 18271, ASM1405498v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria cerebrosa;z__GCF_000813705.1 Morococcus cerebrosus strain=CIP 81.93, ASM81370v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria cinerea;z__GCF_900475315.1 Neisseria cinerea strain=NCTC10294, 43721_G02

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria elongata;z__GCF_900113545.1 Neisseria elongata subsp. elongata strain=ATCC 25295, IMG-taxon 2675903696 annotated assembly

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria flavescens_B;z__GCF_001618015.1 Neisseria flavescens strain=CD-NF1, ASM161801v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria mucosa;z__GCA_003028315.1 Neisseria mucosa strain=ATCC 19696, ASM302831v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria mucosa_A;z__GCF_003044445.1 Neisseria mucosa strain=C2008000159, ASM304444v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria perflava;z__GCF_003351665.1 Neisseria subflava strain=M18660, ASM335166v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria sicca_C;z__GCF_003044425.1 Neisseria sicca strain=C2007003584, ASM304442v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria sp000186165;z__GCF_013267835.1 Neisseria mucosa strain=FDAARGOS_758, ASM1326783v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria sp000227275;z__GCF_000227275.1 Neisseria sp. GT4A_CT1 strain=GT4A_CT1, Neisseria_sp_GT4A_CT1_V1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria sp000952795;z__GCF_000952795.1 Neisseria sp. HMSC06F02 strain=HMSC06F02, ASM95279v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria sp001809325;z__GCF_001809325.1 Neisseria sp. HMSC077D05 strain=HMSC077D05, ASM180932v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria subflava_A;z__GCF_003045025.1 Neisseria subflava strain=C2014021188, ASM304502v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__Neisseria;s__Neisseria subflava_C;z__GCF_900654165.1 Neisseria flavescens strain=N13, PRJEB30649-R19

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Neisseriaceae;g__QFNR01;s__QFNR01 sp003248485;z__GCA_003248485.1 Francisella sp., ASM324848v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Nitrosomonadaceae;g__Nitrosomonas;s__Nitrosomonas ureae;z__GCF_001455205.1 Nitrosomonas ureae strain=Nm10, ASM145520v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Rhodocyclaceae;g__Azovibrio;s__Azovibrio sp002340095;z__GCA_002340095.1 Betaproteobacteria bacterium UBA2592, ASM234009v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Rhodocyclaceae;g__Methyloversatilis;s__Methyloversatilis sp016791045;z__GCA_016791045.1 Methyloversatilis sp., ASM1679104v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Rhodocyclaceae;g__Tepidiphilus;s__Tepidiphilus margaritifer;z__GCF_000425565.1 Tepidiphilus margaritifer DSM 15129 strain=DSM 15129, ASM42556v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Rhodocyclaceae;g__Tepidiphilus;s__Tepidiphilus succinatimandens;z__GCF_006503695.1 Tepidiphilus succinatimandens strain=DSM 15512, ASM650369v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Rhodocyclaceae;g__Zoogloea;s__Zoogloea sp009026175;z__GCA_009026175.1 Zoogloea sp., ASM902617v1

d__Bacteria;p__Proteobacteria;o__Burkholderiales;f__Rhodocyclaceae;g__Zoogloea;s__Zoogloea sp009469605;z__GCF_009469605.1 Zoogloea sp. 1C4 strain=1C4, ASM946960v1

d__Bacteria;p__Proteobacteria;o__Cardiobacteriales;f__Cardiobacteriaceae;g__Cardiobacterium;s__Cardiobacterium hominis;z__GCF_900637305.1 Cardiobacterium hominis strain=NCTC10426, 50618_F02

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas aurantiaca;z__GCF_014199955.1 Brevundimonas aurantiaca strain=DSM 4731, ASM1419995v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas bullata;z__GCF_003350205.1 Brevundimonas bullata strain=HAMBI_262, ASM335020v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas bullata_A;z__GCF_014207965.1 Brevundimonas bullata strain=S00223, ASM1420796v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas diminuta;z__GCF_000204035.1 Brevundimonas diminuta ATCC 11568 strain=ATCC 11568, ASM20403v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas diminuta_A;z__GCF_900163625.1 Brevundimonas diminuta 3F5N strain=3F5N, ASM90016362v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas diminuta_B;z__GCA_000318405.1 Brevundimonas diminuta 470-4 strain=470-4, ASM31840v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas mediterranea_A;z__GCF_011064825.1 Brevundimonas mediterranea strain=D151-2-6, ASM1106482v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas nasdae;z__GCF_016654005.1 Brevundimonas nasdae strain=JCM 11415, ASM1665400v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp000335735;z__GCA_000335735.1 alpha proteobacterium L41A strain=L41A, L41A.1.0

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp002430835;z__GCA_002430835.1 Brevundimonas sp. UBA5936, ASM243083v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp002434505;z__GCA_002434505.1 Brevundimonas sp. UBA6550, ASM243450v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp002484265;z__GCA_002484265.1 Brevundimonas sp. UBA7616, ASM248426v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp003248455;z__GCA_003248455.1 Brevundimonas sp., ASM324845v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp003248965;z__GCA_003248965.1 Brevundimonas sp., ASM324896v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp003938605;z__GCF_003938605.1 Brevundimonas sp. 357 strain=357, ASM393860v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp004210735;z__GCA_004210735.1 Brevundimonas sp., ASM421073v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas sp017487345;z__GCF_017487345.1 Brevundimonas sp. LVF1 strain=LVF1, ASM1748734v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas vesicularis;z__GCF_001592205.1 Brevundimonas vesicularis NBRC 12165 strain=NBRC 12165, ASM159220v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas vesicularis_A;z__GCF_017086445.1 Brevundimonas sp. CS1 strain=CS1, ASM1708644v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Brevundimonas;s__Brevundimonas viscosa;z__GCF_900116065.1 Brevundimonas viscosa strain=CGMCC 1.10683, IMG-taxon 2671180176 annotated assembly

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Caulobacter;s__Caulobacter sp002742635;z__GCF_002742635.1 Caulobacter sp. X strain=X, ASM274263v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Caulobacter;s__Caulobacter sp013181195;z__GCF_013181195.1 Caulobacter sp. RHG1 strain=RHG1, ASM1318119v1

d__Bacteria;p__Proteobacteria;o__Caulobacterales;f__Caulobacteraceae;g__Caulobacter;s__Caulobacter sp903900155;z__GCA_903900155.1 uncultured Caulobacterales bacterium, freshwater MAG --- MJ120716A_bin-1003

d__Bacteria;p__Proteobacteria;o__DSM-16000;f__Inquilinaceae;g__Inquilinus;s__Inquilinus limosus_C;z__GCF_002195995.1 Inquilinus limosus strain=I, ASM219599v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Aeromonadaceae;g__Aeromonas;s__Aeromonas caviae;z__GCF_000819785.1 Aeromonas caviae strain=CECT 838, PRJEB7024

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Aeromonadaceae;g__Aeromonas;s__Aeromonas hydrophila;z__GCF_000014805.1 Aeromonas hydrophila subsp. hydrophila ATCC 7966 strain=ATCC 7966, ASM1480v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Aeromonadaceae;g__Aeromonas;s__Aeromonas media;z__GCF_000819985.1 Aeromonas media strain=CECT 4232, PRJEB7032

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Alteromonadaceae;g__Pararheinheimera;s__Pararheinheimera tangshanensis;z__GCF_014645135.1 Rheinheimera tangshanensis strain=CGMCC 1.6362, ASM1464513v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Alteromonadaceae;g__Pseudoalteromonas;s__Pseudoalteromonas distincta;z__GCA_000814675.1 Pseudoalteromonas distincta strain=ATCC 700518, ASM81467v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Alteromonadaceae;g__Pseudoalteromonas;s__Pseudoalteromonas nigrifaciens;z__GCF_002221505.1 Pseudoalteromonas nigrifaciens strain=KMM 661, ASM222150v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Atlantibacter;s__Atlantibacter hermannii;z__GCA_900635495.1 Atlantibacter hermannii strain=NCTC12129, 29859_A01

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Citrobacter;s__Citrobacter portucalensis;z__GCF_002042885.1 Citrobacter portucalensis strain=A60, ASM204288v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Cronobacter;s__Cronobacter sakazakii;z__GCF_000982825.1 Cronobacter sakazakii strain=ATCC 29544, ASM98282v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter asburiae;z__GCF_001521715.1 Enterobacter asburiae strain=ATCC 35953, ASM152171v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter asburiae_B;z__GCF_007035645.1 Enterobacter asburiae strain=1808-013, ASM703564v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter cloacae_M;z__GCF_002208095.1 Enterobacter cloacae complex sp. ECNIH7 strain=ECNIH7, ASM220809v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter cloacae_P;z__GCF_014169315.1 Enterobacter cloacae strain=WP5-S18-ESBL-01, ASM1416931v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter hormaechei;z__GCF_001875655.1 Enterobacter hormaechei ATCC 49162 strain=ATCC 49162, ASM187565v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter hormaechei_A;z__GCF_001729745.1 Enterobacter hormaechei subsp. hoffmannii strain=DSM 14563, ASM172974v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter kobei;z__GCF_001729765.1 Enterobacter kobei strain=DSM 13645, ASM172976v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter roggenkampii;z__GCF_001729805.1 Enterobacter roggenkampii strain=DSM 16690, ASM172980v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter sichuanensis;z__GCF_002939185.1 Enterobacter sichuanensis strain=WCHECL1597, ASM293918v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Enterobacter;s__Enterobacter sp013927005;z__GCF_013927005.1 Enterobacter sp. RHBSTW-00175 strain=RHBSTW-00175, ASM1392700v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Erwinia_B;s__Erwinia_B gerundensis;z__GCF_001517405.1 Erwinia gerundensis, EM595

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Escherichia;s__Escherichia coli;z__GCF_003697165.2 Escherichia coli DSM 30083 = JCM 1649 = ATCC 11775 strain=ATCC 11775, ASM369716v2

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Klebsiella;s__Klebsiella grimontii;z__GCF_900200035.1 Klebsiella grimontii strain=06D021, ASM90020003v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Klebsiella;s__Klebsiella michiganensis;z__GCF_002925905.1 Klebsiella michiganensis strain=DSM 25444, ASM292590v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Klebsiella;s__Klebsiella planticola;z__GCF_000735435.1 Raoultella planticola ATCC 33531 strain=ATCC 33531, GRPL_DRAFTv1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Klebsiella;s__Klebsiella pneumoniae;z__GCF_000742135.1 Klebsiella pneumoniae strain=ATCC 13883, ASM74213v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Klebsiella;s__Klebsiella sp900759445;z__GCA_900759445.1 uncultured Raoultella sp., ERS608581_38

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Kluyvera;s__Kluyvera ascorbata;z__GCF_000735365.1 Kluyvera ascorbata ATCC 33433 strain=ATCC 33433, GKAS_DRAFTv1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Kluyvera;s__Kluyvera ascorbata_B;z__GCF_014168815.1 Klebsiella sp. WP3-W18-ESBL-02 strain=WP3-W18-ESBL-02, ASM1416881v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Leclercia;s__Leclercia adecarboxylata;z__GCA_901472455.1 Leclercia adecarboxylata strain=NCTC13032, 28863_C01

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Mixta;s__Mixta calida;z__GCF_002953215.1 Mixta calida strain=DSM 22759, ASM295321v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea agglomerans;z__GCF_001598475.1 Pantoea agglomerans NBRC 102470 strain=NBRC 102470, ASM159847v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea ananatis;z__GCF_000710035.2 Pantoea ananatis LMG 2665 strain=LMG 2665, PA2665v2

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea brenneri;z__GCA_002095305.1 Pantoea brenneri strain=LMG 5343, ASM209530v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea eucalypti;z__GCF_009646115.1 Pantoea eucalypti strain=LMG 24197, ASM964611v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea eucrina;z__GCF_002095385.1 Pantoea eucrina strain=LMG 5346, ASM209538v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea latae;z__GCF_002077695.1 Pantoea latae strain=AS1, ASM207769v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea piersonii;z__GCF_003612015.1 Kalamiella piersonii strain=IIIF1SW-P2, ASM361201v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea septica;z__GCF_002095575.1 Pantoea septica strain=LMG 5345, ASM209557v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea sp002920175;z__GCF_002920175.1 Pantoea sp. PSNIH6 strain=PSNIH6, ASM292017v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea sp003512445;z__GCF_009905795.1 Pantoea vagans strain=SRS89, ASM990579v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pantoea;s__Pantoea sp900215435;z__GCA_900215435.1 Enterobacteriaceae bacterium JKS000234 strain=JKS000234, IMG-taxon 2703719188 annotated assembly

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Phytobacter;s__Phytobacter sp002377245;z__GCA_002377245.1 Enterobacteriaceae bacterium UBA3516, ASM237724v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pseudescherichia;s__Pseudescherichia sp002918705;z__GCF_002918705.1 Escherichia sp. ESNIH1 strain=ESNIH1, ASM291870v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Pseudescherichia;s__Pseudescherichia vulneris;z__GCF_000759795.1 Pseudescherichia vulneris NBRC 102420 strain=NBRC 102420, ASM75979v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Rahnella;s__Rahnella aceris;z__GCF_011684115.1 Rahnella sp. SAP-19 strain=SAP-19, ASM1168411v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Rahnella;s__Rahnella aquatilis;z__GCF_000241955.1 Rahnella aquatilis CIP 78.65 = ATCC 33071 strain=CIP 78.65, ASM24195v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Scandinavium;s__Scandinavium sp902706235;z__GCF_902706235.1 Citrobacter sp. 18056, n18056v0.1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Siccibacter;s__Siccibacter colletis;z__GCF_000696575.1 Siccibacter colletis strain=1383, C_colletis_1383

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Aggregatibacter;s__Aggregatibacter kilianii;z__GCF_003130255.1 Aggregatibacter kilianii strain=PN_528, ASM313025v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Aggregatibacter;s__Aggregatibacter segnis;z__GCF_000185305.1 Aggregatibacter segnis ATCC 33393 strain=ATCC 33393, ASM18530v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Aggregatibacter;s__Aggregatibacter segnis_A;z__GCF_003130075.1 Aggregatibacter segnis strain=HK_296, ASM313007v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Aggregatibacter;s__Aggregatibacter sp000466335;z__GCF_017798005.1 Aggregatibacter sp. 2125159857 strain=2125159857, ASM1779800v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus haemolyticus;z__GCF_001679045.1 Haemophilus haemolyticus strain=CCUG 12834, ASM167904v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus haemolyticus_G;z__GCF_000222025.1 Haemophilus haemolyticus M19501 strain=M19501, ASM22202v2

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus haemolyticus_I;z__GCF_003352385.1 Haemophilus haemolyticus strain=M19346, ASM335238v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus haemolyticus_J;z__GCF_003493605.1 Haemophilus haemolyticus strain=M19187, ASM349360v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus influenzae_D;z__GCF_900475755.1 Haemophilus influenzae strain=NCTC11426, 45214_B02

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus influenzae_E;z__GCF_004802395.1 Haemophilus influenzae strain=60362_NP_Hi1, ASM480239v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus influenzae_F;z__GCF_002989035.1 Haemophilus influenzae strain=99P15H1, ASM298903v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus quentini;z__GCA_001752465.1 Haemophilus quentini strain=K068, ASM175246v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus seminalis;z__GCF_006384255.1 Haemophilus sp. SZY H1 strain=SZY H1, ASM638425v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus;s__Haemophilus sp001276515;z__GCF_001276515.1 Haemophilus sp. C1 strain=C1, ASM127651v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_A;s__Haemophilus_A parahaemolyticus;z__GCF_002015035.1 Haemophilus parahaemolyticus strain=CCUG 3716, ASM201503v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_A;s__Haemophilus_A parahaemolyticus_A;z__GCA_018373095.1 Haemophilus parahaemolyticus, ASM1837309v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_A;s__Haemophilus_A paraphrohaemolyticus;z__GCF_002015045.1 Haemophilus paraphrohaemolyticus strain=CCUG 3718, ASM201504v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_A;s__Haemophilus_A sputorum;z__GCF_000238795.1 Haemophilus sputorum CCUG 13788 strain=CCUG 13788, ASM23879v2

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D parainfluenzae;z__GCF_000191405.1 Haemophilus parainfluenzae ATCC 33392 strain=ATCC 33392, ASM19140v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D parainfluenzae_A;z__GCF_000210895.1 Haemophilus parainfluenzae T3T1 strain=T3T1, ASM21089v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D parainfluenzae_K;z__GCF_003252795.1 Haemophilus parainfluenzae strain=C2004002729, ASM325279v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D parainfluenzae_L;z__GCF_003252725.1 Haemophilus parainfluenzae strain=C2004000280, ASM325272v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D parainfluenzae_N;z__GCF_003252755.1 Haemophilus parainfluenzae strain=C2006002596, ASM325275v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D parainfluenzae_O;z__GCA_018381425.1 Haemophilus parainfluenzae, ASM1838142v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D sp001679485;z__GCF_001679485.1 Haemophilus sp. CCUG 60358 strain=CCUG 60358, ASM167948v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D sp015255025;z__GCA_015255025.1 Haemophilus sp., ASM1525502v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D sp900764435;z__GCF_014931395.1 Haemophilus parainfluenzae strain=M1C137_2, ASM1493139v1

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Haemophilus_D;s__Haemophilus_D sp905214375;z__GCA_905214375.1 uncultured bacterium, ERR1600749-mag-bin.20

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Pasteurellaceae;g__Mesocricetibacter;s__Mesocricetibacter sp905373425;z__GCA_905373425.1 uncultured Mesocricetibacter sp., SRR9217471-mag-bin.13

d__Bacteria;p__Proteobacteria;o__Enterobacterales;f__Shewanellaceae;g__Shewanella;s__Shewanella xiamenensis;z__GCF_014647135.1 Shewanella xiamenensis strain=JCM 16212, ASM1464713v1

d__Bacteria;p__Proteobacteria;o__Ga0077554;f__Ga007554;g__Ga0077554;s__Ga0077554 sp005240065;z__GCA_005240065.1 Gammaproteobacteria bacterium, ASM524006v1

d__Bacteria;p__Proteobacteria;o__Nevskiales;f__Nevskiaceae;g__Polycyclovorans;s__Polycyclovorans sp002706265;z__GCA_002706265.1 Polycyclovorans sp., ASM270626v1

d__Bacteria;p__Proteobacteria;o__Nevskiales;f__Salinisphaeraceae;g__Salinisphaera;s__Salinisphaera orenii;z__GCF_003788635.1 Salinisphaera orenii MK-B5 strain=MK-B5, ASM378863v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Alcanivoracaceae;g__Alcanivorax_A;s__Alcanivorax_A sp009846755;z__GCF_009846755.1 Alcanivorax sp. S71-1-4 strain=S71-1-4, ASM984675v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter baumannii;z__GCF_009759685.1 Acinetobacter baumannii strain=ATCC 19606, ASM975968v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter guillouiae;z__GCF_000368145.1 Acinetobacter guillouiae CIP 63.46 strain=CIP 63.46, Acin_guil_CIP_63_46_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter haemolyticus;z__GCF_000369065.1 Acinetobacter haemolyticus CIP 64.3 strain=CIP 64.3, Acin_haem_CIP_64_3_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter johnsonii;z__GCF_000368045.1 Acinetobacter johnsonii CIP 64.6 strain=CIP 64.6, Acin_john_CIP_64_6_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter junii;z__GCF_000368765.1 Acinetobacter junii CIP 64.5 strain=CIP 64.5, Acin_juni_CIP_64_5_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter nosocomialis;z__GCF_000368085.1 Acinetobacter nosocomialis NIPH 2119 strain=NIPH 2119, Acin_noso_NIPH_2119_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter pittii;z__GCF_000369045.1 Acinetobacter pittii ATCC 19004 = CIP 70.29 strain=CIP 70.29, Acin_pitt_CIP_70_29_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter schindleri;z__GCF_000368625.1 Acinetobacter schindleri CIP 107287 strain=CIP 107287, Acin_schi_CIP107287_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter sp002165305;z__GCF_002165305.2 Acinetobacter sp. WCHA55 strain=WCHA55, ASM216530v2

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter sp013009345;z__GCF_013009345.1 Acinetobacter sp. J00019 strain=J00019, ASM1300934v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Acinetobacter;s__Acinetobacter ursingii;z__GCF_000368825.1 Acinetobacter ursingii DSM 16037 = CIP 107286 strain=CIP 107286, Acin_ursi_CIP_107286_V1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella;s__Moraxella catarrhalis;z__GCF_001632285.1 Moraxella catarrhalis strain=CCUG 353, ASM163228v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella;s__Moraxella nonliquefaciens;z__GCF_001679005.1 Moraxella nonliquefaciens strain=CCUG 348, ASM167900v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella_A;s__Moraxella_A atlantae;z__GCF_001591265.1 Moraxella atlantae NBRC 14588 strain=NBRC 14588, ASM159126v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella_A;s__Moraxella_A cinereus;z__GCA_014647715.1 Streptomyces cinereus strain=JCM 3040, ASM1464771v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella_A;s__Moraxella_A osloensis;z__GCF_001553955.1 Moraxella osloensis strain=CCUG 350, ASM155395v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella_A;s__Moraxella_A sp002478835;z__GCF_009867135.1 Moraxella osloensis strain=YV1, ASM986713v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Psychrobacter;s__Psychrobacter alimentarius_A;z__GCF_001606025.1 Psychrobacter alimentarius strain=PAMC 27889, ASM160602v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Psychrobacter;s__Psychrobacter cibarius;z__GCF_016107535.1 Psychrobacter cibarius strain=DSM 16327, ASM1610753v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Psychrobacter;s__Psychrobacter cryohalolentis;z__GCF_000013905.1 Psychrobacter cryohalolentis K5 strain=K5, ASM1390v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Psychrobacter;s__Psychrobacter faecalis;z__GCF_016107575.1 Psychrobacter faecalis strain=DSM 14664, ASM1610757v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Psychrobacter;s__Psychrobacter namhaensis;z__GCF_016107545.1 Psychrobacter namhaensis strain=DSM 16330, ASM1610754v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Psychrobacter;s__Psychrobacter sanguinis;z__GCF_904846495.1 Psychrobacter sanguinis, ASM90484649v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Psychrobacter;s__Psychrobacter sp002836505;z__GCF_002836505.1 Psychrobacter sp. Choline-02u-9 strain=Choline-02u-9, ASM283650v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas;s__Pseudomonas aeruginosa;z__GCF_001457615.1 Pseudomonas aeruginosa strain=NCTC10332, NCTC10332

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_A;s__Pseudomonas_A sp002692525;z__GCF_014764705.1 Pseudomonas kunmingensis strain=28M-8, ASM1476470v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_A;s__Pseudomonas_A sp004331835;z__GCF_004331835.1 Pseudomonas sp. IC_126 strain=IC_126, ASM433183v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_A;s__Pseudomonas_A stutzeri;z__GCF_000219605.1 Pseudomonas stutzeri strain=CGMCC 1.1803, ASM21960v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_A;s__Pseudomonas_A stutzeri_AC;z__GCF_015291885.1 Pseudomonas stutzeri strain=ATCC 14405, ASM1529188v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_B;s__Pseudomonas_B luteola;z__GCF_002091675.1 Pseudomonas luteola NBRC 103146 strain=NBRC 103146, ASM209167v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_B;s__Pseudomonas_B oryzihabitans;z__GCF_000730625.1 Pseudomonas oryzihabitans NBRC 102199 strain=NBRC 102199, ASM73062v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_B;s__Pseudomonas_B oryzihabitans_B;z__GCF_001650425.1 Pseudomonas oryzihabitans strain=H72, ASM165042v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_B;s__Pseudomonas_B oryzihabitans_D;z__GCF_014522265.1 Pseudomonas psychrotolerans strain=KNF2016, ASM1452226v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_B;s__Pseudomonas_B oryzihabitans_E;z__GCF_001518815.1 Pseudomonas oryzihabitans strain=USDA-ARS-USMARC-56511, ASM151881v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E bubulae;z__GCF_900618535.1 Pseudomonas bubulae strain=Pseudomonas parafragi, TH39

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E fluorescens_BA;z__GCF_003626995.1 Pseudomonas fluorescens strain=PF08, ASM362699v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E fluorescens_BV;z__GCF_001902145.1 Pseudomonas fluorescens strain=EK007-RG4, ASM190214v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E helleri;z__GCF_001043025.1 Pseudomonas helleri strain=DSM 29165, MG221

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E hunanensis;z__GCF_003671955.1 Pseudomonas putida strain=B4, ASM367195v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E juntendi;z__GCF_009932375.1 Pseudomonas juntendi strain=BML3, ASM993237v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E koreensis_B;z__GCF_002287825.1 Pseudomonas moraviensis strain=TYU6, ASM228782v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E koreensis_C;z__GCF_001605965.1 Pseudomonas koreensis strain=D26, ASM160596v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E lactis;z__GCF_001439845.1 Pseudomonas lactis strain=DSM 29167, MG336

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E monteilii;z__GCF_000730605.1 Pseudomonas monteilii NBRC 103158 = DSM 14164 strain=NBRC 103158, ASM73060v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E paracarnis;z__GCF_904063055.1 Pseudomonas sp. V5/DAB/2/5 strain=V5/DAB/2/5, V5

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E psychrophila;z__GCF_001043005.1 Pseudomonas psychrophila strain=DSM 17535, G8688

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E putida;z__GCF_000412675.1 Pseudomonas putida NBRC 14164 strain=NBRC 14164, ASM41267v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E putida_A;z__GCF_004683905.1 Pseudomonas fluorescens strain=LBUM677, ASM468390v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E putida_P;z__GCF_013393325.1 Pseudomonas hunanensis strain=xwS6, ASM1339332v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E qingdaonensis;z__GCF_002806685.1 Pseudomonas qingdaonensis strain=JJ3, ASM280668v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E rhodesiae;z__GCF_007858255.1 Pseudomonas rhodesiae strain=DSM 14020, ASM785825v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E simiae;z__GCF_900111895.1 Pseudomonas simiae strain=CCUG 50988, IMG-taxon 2663762772 annotated assembly

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E sp001320525;z__GCF_001320525.1 Pseudomonas sp. NBRC 111131 strain=NBRC 111131, ASM132052v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E sp002438125;z__GCF_013373935.1 Pseudomonas sp. BML-PP048 strain=BML_PP048, ASM1337393v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E sp002836515;z__GCF_002836515.1 Pseudomonas sp. Choline-02u-1 strain=Choline-02u-1, ASM283651v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_E;s__Pseudomonas_E versuta;z__GCF_001294575.1 Pseudomonas versuta strain=L10.10, ASM129457v1

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_F;s__Pseudomonas_F sp003234055;z__GCF_012767755.2 Pseudomonas sp. TUM18999 strain=TUM18999, ASM1276775v2

d__Bacteria;p__Proteobacteria;o__Pseudomonadales;f__Pseudomonadaceae;g__Pseudomonas_O;s__Pseudomonas_O kuykendallii;z__GCF_900106975.1 Pseudomonas kuykendallii strain=NRRL B-59562, IMG-taxon 2671180037 annotated assembly

d__Bacteria;p__Proteobacteria;o__Reyranellales;f__Reyranellaceae;g__Reyranella;s__Reyranella sp017990895;z__GCA_017990895.1 Reyranella sp., ASM1799089v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Bosea;s__Bosea vaviloviae_B;z__GCF_001298265.1 Bosea vaviloviae strain=SD260, ASM129826v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Chelatococcus_A;s__Chelatococcus_A composti;z__GCF_014201415.1 Chelatococcus composti strain=DSM 101465, ASM1420141v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Methylobacterium;s__Methylobacterium ajmalii;z__GCF_016613415.1 Methylobacterium sp. IF7SW-B2 strain=IF7SW-B2, ASM1661341v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Methylobacterium;s__Methylobacterium brachiatum;z__GCF_003697185.1 Methylobacterium brachiatum strain=TX0642, ASM369718v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Methylobacterium;s__Methylobacterium fujisawaense;z__GCF_014138435.1 Methylobacterium fujisawaense strain=DSM 5686, ASM1413843v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Methylobacterium;s__Methylobacterium sp001423085;z__GCF_001423085.1 Methylobacterium sp. Leaf125 strain=Leaf125, Leaf125

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Methylobacterium;s__Methylobacterium sp008039875;z__GCF_008039875.1 Methylobacterium sp. WL119 strain=WL119, ASM803987v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Methylobacterium;s__Methylobacterium sp008040085;z__GCF_008040085.1 Methylobacterium sp. WL7 strain=WL7, ASM804008v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Methylobacterium;s__Methylobacterium sp900112625;z__GCF_900112625.1 Methylobacterium sp. 13MFTsu3.1M2 strain=13MFTsu3.1M2, IMG-taxon 2590828854 annotated assembly

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Microvirga;s__Microvirga guangxiensis;z__GCF_900102135.1 Microvirga guangxiensis strain=CGMCC 1.7666, IMG-taxon 2596583582 annotated assembly

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Beijerinckiaceae;g__Microvirga;s__Microvirga ossetica;z__GCF_002741015.1 Microvirga ossetica strain=V5/3m, ASM274101v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Devosiaceae;g__Devosia;s__Devosia naphthalenivorans;z__GCF_003056355.1 Devosia sp. CM5-1 strain=CM5-1, ASM305635v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Devosiaceae;g__Devosia;s__Devosia sp015234425;z__GCA_015234425.1 Devosia sp., ASM1523442v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Devosiaceae;g__Devosia;s__Devosia submarina;z__GCF_003056345.1 Devosia submarina strain=JCM 18935, ASM305634v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Agrobacterium;s__Agrobacterium cavarae;z__GCF_004310285.1 Agrobacterium sp. RZME10 strain=RZME10, ASM431028v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Agrobacterium;s__Agrobacterium fabacearum;z__GCF_009649785.1 Agrobacterium sp. CNPSo 675 strain=CNPSo 675, ASM964978v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Agrobacterium;s__Agrobacterium oryzihabitans;z__GCF_010669145.1 Rhizobium oryzihabitans strain=M15, ASM1066914v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Agrobacterium;s__Agrobacterium pusense;z__GCF_900102105.1 Rhizobium pusense strain=LMG 25623, IMG-taxon 2671180227 annotated assembly

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Agrobacterium;s__Agrobacterium sp900012615;z__GCF_900012615.1 Agrobacterium genomosp. 13 str. CFBP 6927 strain=CFBP 6927, AHY_PRJEB12196_v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Agrobacterium;s__Agrobacterium sp900013535;z__GCF_005221385.1 Agrobacterium tumefaciens strain=CFBP6623, ASM522138v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Aliihoeflea;s__Aliihoeflea sp000497755;z__GCF_000497755.1 Aliihoeflea sp. 2WW strain=2WW, Alii2WW1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Allorhizobium;s__Allorhizobium rosettiformans;z__GCF_004912135.1 Rhizobium rosettiformans W3 strain=W3, ASM491213v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Aminobacter;s__Aminobacter niigataensis;z__GCF_014200015.1 Aminobacter niigataensis strain=DSM 7050, ASM1420001v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Aurantimonas;s__Aurantimonas endophytica;z__GCF_014196845.1 Aurantimonas endophytica strain=DSM 103570, ASM1419684v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Aureimonas;s__Aureimonas altamirensis;z__GCF_001463885.1 Aureimonas altamirensis strain=DSM 21988, ASM146388v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Aureimonas;s__Aureimonas altamirensis_A;z__GCF_014844055.1 Aureimonas altamirensis strain=OT7, ASM1484405v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Mycoplana;s__Mycoplana subbaraonis;z__GCF_900220975.1 Rhizobium subbaraonis strain=JC85, IMG-taxon 2740891857 annotated assembly

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Neorhizobium;s__Neorhizobium soli;z__GCF_001423425.1 Rhizobium sp. Leaf306 strain=Leaf306, Leaf306

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Neorhizobium;s__Neorhizobium sp002500765;z__GCA_002500765.1 Neorhizobium sp. UBA7851, ASM250076v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Neorhizobium;s__Neorhizobium sp003491345;z__GCF_003491345.1 Neorhizobium sp. SOG26 strain=SOG26, ASM349134v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Neorhizobium;s__Neorhizobium sp900469445;z__GCA_900469445.1 Rhizobiales bacterium, AFS049984

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Neorhizobium;s__Neorhizobium wenxiniae;z__GCF_014201355.1 Rhizobium wenxiniae strain=DSM 100734, ASM1420135v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Pararhizobium;s__Pararhizobium sp900067135;z__GCF_900067135.1 Rhizobium sp. 9140 strain=9140, IMG-taxon 2602042090 annotated assembly

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Pseudorhizobium;s__Pseudorhizobium flavum;z__GCF_902502825.2 Rhizobium flavum strain=YW14, E03_1.v3

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__RCIZ01;s__RCIZ01 sp003666685;z__GCF_003666685.1 Mesorhizobium sp. YM1C-6-2 strain=YM1C-6-2, ASM366668v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Shinella;s__Shinella sp001262505;z__GCF_001262505.1 Shinella sp. SUS2 strain=SUS2, SUS2x1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Rhizobiaceae;g__Shinella;s__Shinella zoogloeoides;z__GCF_009826855.1 Shinella zoogloeoides strain=DSM 287, ASM982685v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Afipia;s__Afipia birgiae;z__GCF_000308295.2 Afipia birgiae 34632 strain=34632, Ab_34632

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Afipia;s__Afipia sp017308595;z__GCA_017308595.1 Afipia sp., ASM1730859v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Angulomicrobium;s__Angulomicrobium novellum_A;z__GCA_003241485.1 Starkeya novella, ASM324148v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Azorhizobium;s__Azorhizobium caulinodans;z__GCF_000010525.1 Azorhizobium caulinodans ORS 571 strain=ORS 571, ASM1052v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Bradyrhizobium;s__Bradyrhizobium sp003020075;z__GCF_016839165.1 Bradyrhizobium sp. PSBB068, ASM1683916v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Bradyrhizobium;s__Bradyrhizobium sp003963435;z__GCA_003963435.1 Bradyrhizobiaceae bacterium, ASM396343v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Nitrobacter;s__Nitrobacter vulgaris;z__GCF_002028545.1 Nitrobacter vulgaris strain=Ab1, ASM202854v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales;f__Xanthobacteraceae;g__Xanthobacter;s__Xanthobacter flavus;z__GCF_017875275.1 Xanthobacter flavus strain=WS4821, ASM1787527v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Ochrobactrum;s__Ochrobactrum anthropi;z__GCF_000017405.1 Ochrobactrum anthropi ATCC 49188 strain=ATCC 49188, ASM1740v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Ochrobactrum;s__Ochrobactrum pecoris;z__GCF_006376675.1 Ochrobactrum pecoris strain=08RB2639, ASM637667v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Ochrobactrum;s__Ochrobactrum sp900470195;z__GCA_900470195.1 Rhizobiales bacterium, AFS055504

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Ochrobactrum_A;s__Ochrobactrum_A grignonensis;z__GCF_002252505.1 Ochrobactrum grignonense strain=OgA9a, ASM225250v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Ochrobactrum_A;s__Ochrobactrum_A pituitosa;z__GCF_003049685.1 Ochrobactrum pituitosum strain=CCUG 50899, ASM304968v2

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Ochrobactrum_A;s__Ochrobactrum_A pseudogrignonensis;z__GCF_002252525.1 Ochrobactrum pseudogrignonense strain=CCUG 30717, ASM225252v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Ochrobactrum_A;s__Ochrobactrum_A quorumnocens;z__GCF_002278035.1 Ochrobactrum quorumnocens strain=A44, ASM227803v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Phyllobacterium;s__Phyllobacterium myrsinacearum;z__GCF_002980555.1 Phyllobacterium myrsinacearum strain=DSM 5892, ASM298055v1

d__Bacteria;p__Proteobacteria;o__Rhizobiales_A;f__Rhizobiaceae_A;g__Phyllobacterium;s__Phyllobacterium sp900539805;z__GCA_900539805.1 uncultured Phyllobacterium sp., UMGS170

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Cereibacter;s__Cereibacter changlensis;z__GCF_003034985.1 Cereibacter changlensis JA139 strain=JA139, ASM303498v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus acridae;z__GCF_014642735.1 Paracoccus acridae strain=CGMCC 1.15419, ASM1464273v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus amoyensis;z__GCF_014490725.1 Paracoccus sp. 11-3 strain=11-3, ASM1449072v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus chinensis;z__GCF_900102885.1 Paracoccus chinensis strain=CGMCC 1.7655, IMG-taxon 2617270907 annotated assembly

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus gahaiensis;z__GCF_005048225.1 Paracoccus gahaiensis strain=KCTC 42687, ASM504822v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus haematequi;z__GCF_900631945.1 Paracoccus haematequi, aCIP1116241.1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus liaowanqingii;z__GCF_004683865.2 Paracoccus sp. 2251 strain=2251, ASM468386v2

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus marcusii;z__GCF_006151785.1 Paracoccus marcusii strain=CGMCC 1.8602, ASM615178v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus salipaludis;z__GCF_002287065.1 Paracoccus salipaludis strain=WN007, ASM228706v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus sp009711265;z__GCF_009711265.1 Paracoccus sp. DK608 strain=DK608, ASM971126v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus sp013868135;z__GCF_013868135.1 Paracoccus sp. S1E-3 strain=S1E-3, ASM1386813v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus xiamenensis;z__GCF_011308835.1 Paracoccus sp. 12-3 strain=12-3, ASM1130883v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Paracoccus;s__Paracoccus yeei;z__GCF_000622145.1 Paracoccus yeei ATCC BAA-599 strain=ATCC BAA-599, ASM62214v1

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Roseovarius;s__Roseovarius halotolerans;z__GCF_900172255.1 Roseovarius halotolerans strain=CECT 8110, R.halotolerans_CECT8110_Spades_Prokka

d__Bacteria;p__Proteobacteria;o__Rhodobacterales;f__Rhodobacteraceae;g__Rubellimicrobium;s__Rubellimicrobium sp902805995;z__GCA_902805995.1 uncultured Rubellimicrobium sp., AVDCRST-MAG15

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Novosphingobium;s__Novosphingobium guangzhouense;z__GCF_002896965.1 Novosphingobium guangzhouense strain=SA925, ASM289696v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Novosphingobium;s__Novosphingobium pokkalii;z__GCF_014652855.1 Novosphingobium pokkalii strain=KCTC 42224, ASM1465285v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Novosphingobium;s__Novosphingobium resinovorum;z__GCF_001742225.1 Novosphingobium resinovorum strain=SA1, ASM174222v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Novosphingobium;s__Novosphingobium sp006874585;z__GCF_006874585.1 Sphingomonas sp. IC081 strain=IC081, ASM687458v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Novosphingobium;s__Novosphingobium sp009856825;z__GCF_009856825.1 Novosphingobium sp. FGD1 strain=FGD1, ASM985682v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Novosphingobium;s__Novosphingobium subterraneum;z__GCF_000807925.1 Novosphingobium subterraneum strain=DSM 12447, Nsubt_v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__QFOP01;s__QFOP01 sp003248785;z__GCF_016461955.1 Qipengyuania sp. YIM B01966 strain=YIM B01966, ASM1646195v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Rhizorhabdus;s__Rhizorhabdus sp018006725;z__GCA_018006725.1 Rhizorhabdus sp., ASM1800672v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingobium;s__Sphingobium amiense;z__GCF_003967075.1 Sphingobium amiense strain=DSM 16289, ASM396707v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingobium;s__Sphingobium baderi_A;z__GCF_001456115.1 Sphingobium baderi strain=DE-13, ASM145611v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingobium;s__Sphingobium limneticum;z__GCF_008710155.1 Sphingobium limneticum strain=DSM 25076, ASM871015v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingobium;s__Sphingobium scionense;z__GCF_014197035.1 Sphingobium scionense strain=DSM 19371, ASM1419703v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingobium;s__Sphingobium yanoikuyae;z__GCF_000315525.1 Sphingobium yanoikuyae ATCC 51230 strain=ATCC 51230, Sphi_yano_ATCC_51230_V1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomicrobium;s__Sphingomicrobium kaistense;z__GCF_011927725.1 Sphingomonas kaistensis strain=DSM 16846, ASM1192772v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomicrobium;s__Sphingomicrobium sp902806265;z__GCA_902806265.1 uncultured Sphingomonas sp., AVDCRST-MAG09

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas abaci;z__GCF_014199625.1 Sphingomonas abaci strain=DSM 15867, ASM1419962v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas aerolata;z__GCF_003046295.1 Sphingomonas aerolata strain=NW12, ASM304629v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas aurantiaca;z__GCF_003050705.1 Sphingomonas aurantiaca strain=MA101b, ASM305070v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas carotinifaciens;z__GCF_009789535.1 Sphingomonas carotinifaciens strain=DSM 27347, ASM978953v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas ginsenosidimutans;z__GCF_002374835.1 Sphingomonas ginsenosidimutans strain=KACC 14949, ASM237483v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas hankookensis;z__GCF_001619955.1 Sphingomonas hankookensis strain=CN3, ASM161995v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas olei;z__GCF_000980895.1 Sphingomonas sp. Ag1 strain=Ag1, ASM98089v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas sp000797515;z__GCF_000797515.1 Sphingomonas sp. Ant H11 strain=Ant H11, ASM79751v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas sp001424005;z__GCF_001424005.1 Sphingomonas sp. Leaf198 strain=Leaf198, Leaf198

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas sp003951315;z__GCF_003951315.1 Sphingomonas sp. S-NIH.Pt15_0812 strain=S-NIH.Pt15_0812, ASM395131v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas sp004341505;z__GCF_004341505.2 Sphingomonas sp. JUb134 strain=JUb134, ASM434150v2

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas sp005503355;z__GCF_005503355.1 Sphingomonas sp. 1F27F7B strain=1F27F7B, ASM550335v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas yabuuchiae;z__GCF_014199595.1 Sphingomonas yabuuchiae strain=DSM 14562, ASM1419959v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingomonas;s__Sphingomonas zeae;z__GCF_014197135.1 Sphingomonas zeae strain=DSM 100049, ASM1419713v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingopyxis;s__Sphingopyxis macrogoltabida_B;z__GCF_001307295.1 Sphingopyxis macrogoltabida strain=EY-1, ASM130729v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingopyxis;s__Sphingopyxis sp001468225;z__GCF_001468225.1 Sphingopyxis sp. H053 strain=H053, ASM146822v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingopyxis;s__Sphingopyxis sp001468395;z__GCF_001468395.1 Sphingopyxis sp. H073 strain=H073, ASM146839v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Sphingopyxis;s__Sphingopyxis sp005503215;z__GCA_005503215.1 Sphingomonadaceae bacterium 3R27C6 strain=3R27C6, ASM550321v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Tsuneonella;s__Tsuneonella aeria;z__GCF_009827495.1 Altererythrobacter aerius strain=100921-2, ASM982749v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Tsuneonella;s__Tsuneonella sp007065885;z__GCF_007065885.1 Altererythrobacter sp. TH136 strain=TH36, ASM706588v1

d__Bacteria;p__Proteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g__Tsuneonella;s__Tsuneonella troitsensis;z__GCF_001441535.1 Altererythrobacter troitsensis strain=JCM 17037, ASM144153v1

d__Bacteria;p__Proteobacteria;o__UBA1280;f__UBA6156;g__UBA6156;s__UBA6156 sp003241595;z__GCA_003241595.1 Pseudomonas fluorescens, ASM324159v1

d__Bacteria;p__Proteobacteria;o__UBA5335;f__UBA5335;g__Macondimonas;s__Macondimonas sp002862435;z__GCA_002862435.1 Proteobacteria bacterium, ASM286243v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Rhodanobacteraceae;g__Aerosticca;s__Aerosticca soli;z__GCF_003967035.1 Aerosticca soli strain=Dysh456, ASM396703v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Rhodanobacteraceae;g__Dyella;s__Dyella jiangningensis_B;z__GCF_003201105.1 Dyella sp. AtDHG13 strain=AtDHG13, ASM320110v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Rhodanobacteraceae;g__Fulvimonas;s__Fulvimonas soli;z__GCF_003148905.1 Fulvimonas soli strain=DSM 14263, ASM314890v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Luteimonas;s__Luteimonas padinae;z__GCF_014652935.1 Luteimonas padinae strain=KCTC 52403, ASM1465293v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Luteimonas;s__Luteimonas sp002307375;z__GCA_002307375.1 Xanthomonadaceae bacterium NML93-0399 strain=NML93-0399, ASM230737v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Luteimonas;s__Luteimonas sp002324875;z__GCA_002324875.1 Xanthomonadaceae bacterium NML93-0793 strain=NML93-0793, ASM232487v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Luteimonas;s__Luteimonas sp004118975;z__GCF_004118975.1 Luteimonas sp. YGD11-2 strain=YGD11-2, ASM411897v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Luteimonas;s__Luteimonas sp014836665;z__GCF_014836665.1 Luteimonas sp. Sa2BVA3 strain=Sa2BVA3, ASM1483666v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Luteimonas;s__Luteimonas terrae;z__GCF_004358165.1 Luteimonas terrae strain=THG-MD21, ASM435816v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Lysobacter;s__Lysobacter defluvii;z__GCF_000423325.1 Lysobacter defluvii IMMIB APB-9 = DSM 18482 strain=DSM 18482, ASM42332v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Lysobacter;s__Lysobacter sp907164845;z__GCF_907164845.1 Lysobacter sp. CECT 30171 strain=CECT 30171, Lysobacter_CECT30171

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Lysobacter;s__Lysobacter tengchongensis;z__GCF_003814555.1 Vulcaniibacterium tengchongense strain=DSM 25623, ASM381455v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudomonas_S;s__Pseudomonas_S boreopolis;z__GCA_014654535.1 [Pseudomonas] boreopolis strain=JCM 13306, ASM1465453v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudoxanthomonas;s__Pseudoxanthomonas jiangsuensis;z__GCF_010093185.1 Pseudoxanthomonas jiangsuensis strain=DSM 22398, ASM1009318v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudoxanthomonas;s__Pseudoxanthomonas kaohsiungensis;z__GCF_010211765.1 Pseudoxanthomonas kaohsiungensis strain=DSM 17583, ASM1021176v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudoxanthomonas;s__Pseudoxanthomonas suwonensis;z__GCF_010093235.1 Pseudoxanthomonas suwonensis strain=DSM 17175, ASM1009323v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudoxanthomonas;s__Pseudoxanthomonas taiwanensis;z__GCF_010093135.1 Pseudoxanthomonas taiwanensis strain=DSM 22914, ASM1009313v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudoxanthomonas_A;s__Pseudoxanthomonas_A japonensis;z__GCF_010093445.1 Pseudoxanthomonas japonensis strain=DSM 17109, ASM1009344v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudoxanthomonas_A;s__Pseudoxanthomonas_A mexicana;z__GCF_010093385.1 Pseudoxanthomonas mexicana strain=DSM 17121, ASM1009338v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Pseudoxanthomonas_A;s__Pseudoxanthomonas_A sp004284195;z__GCF_004284195.1 Pseudoxanthomonas sp. NML170316 strain=NML170316, ASM428419v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas bentonitica_A;z__GCF_002887735.1 Stenotrophomonas bentonitica strain=VV6, ASM288773v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas indicatrix;z__GCF_002750975.1 Stenotrophomonas indicatrix strain=WS40, ASM275097v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas maltophilia;z__GCF_900186865.1 Stenotrophomonas maltophilia strain=NCTC10257, 49243_F02

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas maltophilia_AA;z__GCF_013387485.1 Stenotrophomonas sp. SAM-B strain=SAM-B, ASM1338748v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas maltophilia_AO;z__GCF_011604605.1 Stenotrophomonas rhizophila strain=JC1, ASM1160460v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas maltophilia_F;z__GCF_000284595.1 Stenotrophomonas maltophilia D457 strain=D457, ASM28459v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas maltophilia_N;z__GCF_002205165.1 Stenotrophomonas maltophilia strain=13146, ASM220516v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas maltophilia_Q;z__GCF_002799165.1 Stenotrophomonas maltophilia strain=G51, ASM279916v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas maltophilia_Z;z__GCF_003651185.1 Stenotrophomonas rhizophila strain=USBA GBX 843, ASM365118v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas sp003248565;z__GCA_003248565.1 Stenotrophomonas sp., ASM324856v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Stenotrophomonas;s__Stenotrophomonas sp003484865;z__GCA_003484865.1 Stenotrophomonas sp., ASM348486v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Thermomonas;s__Thermomonas haemolytica;z__GCF_004346265.1 Thermomonas haemolytica strain=DSM 13605, ASM434626v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Thermomonas;s__Thermomonas hydrothermalis;z__GCF_900129205.1 Thermomonas hydrothermalis strain=DSM 14834, IMG-taxon 2582581272 annotated assembly

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Thermomonas;s__Thermomonas sp017305095;z__GCA_017305095.1 Xanthomonadales bacterium, ASM1730509v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Xanthomonas;s__Xanthomonas campestris;z__GCF_000007145.1 Xanthomonas campestris pv. campestris str. ATCC 33913 strain=ATCC 33913, ASM714v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Xanthomonas_A;s__Xanthomonas_A translucens;z__GCF_000331775.1 Xanthomonas translucens pv. translucens DSM 18974 strain=DSM 18974, ASM33177v1

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Xanthomonas_B;s__Xanthomonas_B massiliensis;z__GCF_900018785.1 Xanthomonas massiliensis strain=SN8, Xanthomonas massiliensis

d__Bacteria;p__Proteobacteria;o__Xanthomonadales;f__Xanthomonadaceae;g__Xanthomonas_B;s__Xanthomonas_B sp003449195;z__GCA_003449195.1 Xanthomonadaceae bacterium, ASM344919v1


