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C_Bacteroidia
O_Bacteroidales
F_Porphyromonadaceae
G_Porphyromonas
S_Porphyromonas_pasteri
S_Streptococcus_australis
F_Prevotellaceae
G_Alloprevotella
S_Alloprevotella_sp__HMT_473_nov_97_546
O_Micrococcales
F_Micrococcaceae
G_Rothia
S_Rothia_mucilaginosa
S_Alloprevotella_sp__HMT_914
S_Saccharibacteria__TM7___G_6__bacterium_HMT_870
G_Saccharibacteria__TM7___G_6_
S_Fusobacterium_nucleatum
S_Neisseria_flava
S_Streptococcus_oralis_subsp__dentisani_clade_398
S_Leptotrichia_sp__HMT_212
S_Fusobacterium_sp__HMT_204
S_Streptococcus_oralis
S_Gemella_morbillorum
S_Fusobacterium_hwasookii
S_Neisseria_oralis
S_Streptococcus_sp__HMT_056
S_Capnocytophaga_sputigena
S_Porphyromonas_catoniae

S_Tannerella_serpentiformis
F_Tannerellaceae

G_Tannerella
S_Prevotella_sp__HMT_305_nov_94_286

S_Absconditabacteria__SR1___G_1__bacterium_HMT_345
S_Campylobacter_showae

S_Absconditabacteria__SR1___G_1__bacterium_HMT_874
S_Leptotrichia_sp__HMT_417
P_Absconditabacteria__SR1_

C_Absconditabacteria__SR1___C_1_
O_Absconditabacteria__SR1___O_1_
F_Absconditabacteria__SR1___F_1_

G_Absconditabacteria__SR1___G_1_
S_Lachnospiraceae__G_3__bacterium_HMT_100

G_Lachnospiraceae__G_3_
S_Capnocytophaga_gingivalis

S_Streptococcus_oralis_subsp__dentisani_clade_058
S_Streptococcus_mitis

S_Capnocytophaga_leadbetteri
C_Flavobacteriia

O_Flavobacteriales
F_Flavobacteriaceae
G_Capnocytophaga

S_Streptococcus_infantis_clade_431
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