F28851.S02 -
F28851.S03 -
F28851.504 -
F28851.S05 -
F28851.S06 -
F28851.S08 -
F28851.S11 -
F28851.514 -
F28851.516 -
F28851.518 -
F28851.519 -
F28851.520 -
F28851.523 -
F28851.524 -
F28851.S27 -
F28851.528 -
F28851.529 -
F28851.S30 -
F28851.S31 -
F28851.S33 -
F28851.534 -
F28851.S36 -
F28851.S37 -
F28851.S38 -
F28851.541 -
F28851.545 -
F28851.549 -
F28851.S50 -
F28851.S51 -
F28851.S52 -

Taxonomy bar plot of all Phylum

F28851.S01 -
F28851.S09 -
F28851.510 -
F28851.512 -
F28851.S13 -
F28851.S15 -
F28851.S517 -
F28851.521 -
F28851.522 -
F28851.526 -
F28851.S32 -
F28851.S35 -
F28851.S39 -
F28851.540 -
F28851.542 -
F28851.543 -
F28851.544 -
F28851.546 -
F28851.547 -

F28851.548 -

Abundance
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Phylum

Bacillota

B Pseudomonadota
Fusobacteriota

B Bacteroidota
Actinomycetota

B Saccharibacteria_(TM7)
Absconditabacteria_(SR1)

[ Gracilibacteria_(GN02)
Spirochaetota

B Cyanobacteriota
Synergistota
Mycoplasmatota
Verrucomicrobiota



