F28851.S01 -
F28851.S03 -
F28851.504 -
F28851.S05 -
F28851.S06 -
F28851.S08 -
F28851.S09 -
F28851.S10 -
F28851.511 -
F28851.512 -
F28851.514 -
F28851.S15 -
F28851.516 -
F28851.517 -
F28851.519 -
F28851.520 -
F28851.521 -
F28851.523 -
F28851.524 -
F28851.526 -
F28851.S27 -
F28851.528 -
F28851.529 -
F28851.S30 -
F28851.S31 -
F28851.S32 -
F28851.S33 -
F28851.534 -
F28851.S35 -
F28851.536 -
F28851.S37 -
F28851.S38 -
F28851.S39 -
F28851.540 -
F28851.541 -
F28851.542 -
F28851.543 -
F28851.544 -
F28851.545 -
F28851.546 -
F28851.547 -
F28851.548 -
F28851.549 -
F28851.S50 -
F28851.S52 -

Taxonomy bar plot of top 25 Order
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F28851.522 -

F28851.S51 -

Abundance

Order

Lactobacillales
Fusobacteriales

Neisseriales

Bacteroidales

Pasteurellales

Veillonellales

Micrococcales
Actinomycetales
Flavobacteriales
Corynebacteriales
Saccharibacteria_(TM7)_[O-1]
Eubacteriales

Burkholderiales
Cardiobacteriales
Propionibacteriales

Bacillales

Selenomonadales
Campylobacterales
Pseudomonadales
Hyphomicrobiales
Absconditabacteria_(SR1)_[0-1]
Tissierellales
Gracilibacteria_(GN02)_[O-1]
Spirochaetales
Coriobacteriales

Other



