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 |Haemophllus_paraifluenzae
G_Haemophilus
F_Pasteufellaceae
O_Past¢urellales
C_Gafnmaprotepbacteria
P_Fjrmicutes
G_Meillonella
F_Veillopellaceae
O_Veillonellales
C_Negativicutes
S| Neisseria| perflava
S_Meillonellal rogosae
b_Veillonella_dispar
S_Vejllonella_multispecies_spp6_3
S_Neisserja_sp_ HMT_020_noy_94_070
S| Veillonella_atypica
G_Fusobacterium
_Fusobacteriaceae
O_Fusobacteriales
C_Fusdbacteriia
P_Fuspbacteria
S_Husobacterjum_perioflonticum
S_Porphyromonas]catoniae
O_Lactopacillales
G_Stregdtococcus
A_Streptocpccaceae
C_Bacilli
S_Streptococqus_oralis
S_Granulicatella_fadiacens

G_Granpulicatella

-n

|Carnobacteriaceae
S_SStreptocog¢cus_oralig_subsp__tjgurinus_clade_071
9 Prevotellp_pallens

G| Schaalia

-n

| Actinomyfcetaceae
IO_Actinomycetales
S_Schaalia_odqgntolytica
S_S$treptocodcus_oralig subsp__dentisani_cjade_058
F_Moraxellaceae
G_Acing¢tobacter

S_Acingtobacter fjohnsonii

| Pseudomlonadales
S_Phyllolbacterium|myrsinaceéarum
F_Phyllobacteriacepe

G_Phyllopacterium

G_Capndcytophagd
F_Flavobjpcteriacege
S_Capnofytophagd_sputigenp
S_Prevotglla_sp_ HMT_305_npv_93_86]
S_Alloprgvotella_sg_ HMT_914
S_Prevotglla_aurantiaca
S_Alloprgvotella_sg__ HMT_473
S_Haemaphilus_haemolyticug
S_Alloprgvotella_sg_ HMT_473_nov_97) 347
S_Prevotglla_shahi

S_Haemgphilus_haemolyticu$_nov_97_p47

G_Lautrgpia
F_Burkhqglderiacea¢

O_Burkhelderiales

S_Lautropia_mirabf{lis
G_Allopré¢votella
F_Enteropacteriacqdae
O_Enterdbacterale$
S_Prevotglla_nancgiensis

S_Haemdphilus_pittmaniae

S_Haemg@philus_sp| HMT_036

S_Campylobacter_ghowae
S_Aggredatibacter|aphrophilus
S_Prevotglla_melaninogenical
G_Prevotella
F_Prevotgllaceae
S _Neisseria_flavesgens
O_Bacteffoidales
C_Bacteroidia
P_Bacterpidetes

S_Aggregatibacter|segnis

G_Aggregatibacter
S_Neissefria_mucoda
P_Proteopacteria
S_Neissefria_flava
F_Neissefiaceae
O_Neissgriales

G_Neissqri

a

C_Betapioteobactdri

a

~5.208-4.168-3.128-2.088-1.048-0.008 1.032 2.072 3.112 4.152
LDA SCORE (log 10)



