Significantly Represented Taxa

B SMT Baseline_P1_PMA-

wn

S

[

wn

S S

S_Saccharibaqteria_ TM7__ G_6_ |bacteriun|_ HMT_87(

0

S_Stre

O_Fusobacteriale

G_Fusgbacteriun
F_Fusobalcteriaceaq

S |Fusobactgrium_peripdonticuni

F_Veillpnellaceaq

5_Neisserja_perflavg

b_Veillone|la_atypicd

F_Streptojcoccacead
O_Lactpbacillale

3 Veillonella_rogosag

S_Streptococcud salivariu
S_[Streptocogcus_orali
S_Veillonglla_dispa
S_Neissgria_sp_ HMT_020_npv_94_07(
| Streptocccus_oralis_subsp_|tigurinus|clade_071
S_Gemella_hagmolysan
S_Porphyromonap_catoniag
S_Streptpcoccus_nultispecigs_spp53_13
S_Meillonella_multispecies_spp6_3
S_Streptpcoccus_nultispecigs_spp29_3
F |Saccharibacteria_ TM7__ F 1|
O_paccharibgcteria_ TM7__ O 1|
C_[faccharibpcteria_ TM7__ C 1)
P_Sadcharibact¢ria_ TM7|
S|Streptocgccus_miti
G_Ppaccharibgacteria_ TM7__ G_1|
accharibagteria_ TM7___ G_1_ [pbacterium_HMT_353
S_Leptofrichia_sp | HMT_211
S_Streptococcup_infantis [clade_43]
| Streptocqccus_oralls_subsp_[dentisani|clade_054
b_Streptoqoccus_sp| HMT_06§
S Streptocpccus_oralis_subsp_[tigurinus |clade_07(

S_Hrevotella_esperting

F_Leptofrichiaceaq

F| Erysipelotrichaceaq
O_Erysipdlotrichale

C_Erysipelotrichid
lobacteriym_moore]

G_Ppaccharibgpcteria_ TM7__ G_6]

b_Streptoqoccus_sp | HMT_06]
S_Ytreptococgus_downi
9_Prevotellp_histicold
S_Streptpcoccus_chosunensg
b_Streptodoccus_sp [ HMT_064

S_Streptococcug sanguini
S_Actinomyces_graevenitzi
 |Streptocofcus_paraganguinis|clade_411]
S_Streptococcys_gordoni

btococcus| cristatus |

P |Firmicute

C_Fugobacteriid

P_Fulsobacterid

G [Veillonell3
O_Vejllonellaleg

C_Negativicute

G_Strgptococcu

C_Bacill

G_Leptotrichig

G_Soldbacteriun

clade_574

G_Genella

—-5.22 -4.21 -3.20 —-2.19 -1.18 —-0.17 0.84

LDA SCORE (log 10)

G_Capmocytophapa
F_Flavgbacteriacgae
S_Capr{ocytophaga_sputiggna
O_Flavpbacterialg¢s
C_Flavgbacteriia
S_Actifomyces_sp_ HMT_1[/5
G_Absdonditabagteria_ SR1 G 1_
F_Abscpnditabacferia_ SRl F 1_
O_Absdonditabagteria_ SR]1__ O _1_
C_Absdonditabacteria_ SR1__ C_1_
P_Abscpnditabacteria_ SR

F_Entefobacteriafeae
O_Entefrobacterales
G_Catdnella
S_Catohella_morbi
S_Klebsiella_pneyimoniae
S_Prevotella_sp_|HMT_305)|nov_93_865
S_Aggrgegatibactgr_sp_ HM[T_458
S_Prevotella_shahi
S_Alloprevotella_gp_ HMT_$14
S_Haerpophilus_pittmaniae]
S_Roth|a_dentocgriosa
S_Haerpophilus_Rhaemolytidqus
S_Leptotrichia_sgd_ HMT_215 nov_96] 963
S_Haerpophilus_Raemolytiqus_nov_97_947
S_Gemeglla_morbf{llorum
S_Haerpophilus_dp_ HMT_(36
S_Allopgrevotella_gp_ HMT_4#73_nov_97_347
S_Alloprevotella_gp_ HMT_473
S_Campylobacter_showae

O_Bacillales

F_Gemgllaceae
S_Campylobacter_concisus| nov_96_963
S_Aggregatibactgr_aphrophilus
S_Gemeglla_sangyinis
G_Allogrevotella
F_Prev¢tellaceae
S_Aggrggatibactgr_segnis
S_Campylobacter_concisus
G_Aggregatibacter
S_Neisgeria_mucpsa
S_Haerpophilus_dputorum
S_Veillgnella_multispecies_ppp25_2
G_Camppylobactef
F_Campylobacterfaceae
O_Camppylobactefales
C_Epsilonproteolacteria
S_Neisseria_flavescens
F_Neisgeriaceae
O_Neisperiales
C_Betaproteobacteria
G_Neisperia

P_Protdobacteria

B SMT Baseline_P2_PMA-

S_Abscpnditabacferia_ SRl G 1 _hacterium [HMT_ 875

1.85 2.86 3.87 4.88



