mm sMT Base@ PNt EREPERREARSH TaR..

S_§

S_Raou

taphylocq

C_Gampmaproteol

S_Klebs|

S Sa

S_Ra

tella_mulllispecies_dqpp35_2

S_H
FS

ccus_mul

F_Emterobactd

O|Enteroba

S Klepsiella_ae

S_Citrobactef_koseri
G_Citrpbacter
G_Klebsiella

T

ispecies_

riaceae
rterales

acteria

ella_pneuymoniae
P_Proteobacteria
G_Enterpbacter
G_Salmonella
monella_gnterica
G_Rgoultella
ogenes

ultella_pl@nticola

nterobactier_mori
aphyloco¢caceae
5_Staphyldcoccus
ppl8_3
D_Burkholfleriales

O_Bacillales

_Gemell
_Gemelldceae
5_Rothia_mucilagingsa
_Rothia
_Microcofcaceae

O_Microcdccales

5_Allopreyotella_sp_ [ HMT_914
_Actinomycetia
P_Actinobgcteria
5_Prevotella_palleng

5_Granuli¢atella_adiacens

5_Prevote(la_shahii

_Absconditabacterfa_ SR1__|F_1_

P_Absconditabacterfa_ SR1_

_Carnobgcteriaceag

_Granuligatella

5_Gemellg_sanguinip
5_Prevote(la_jejuni
5_Haemophilus_haemolyticus
5_Allopreyotella_sp [ HMT_473
5_Prevote|la_salivag
5_Prevote(la_aurantfaca
_Actinomycetaceag
5_Haemopghilus_pittnaniae
_Schaalig
_Capnoclytophaga
O_Actinonpycetales
_Flavobafteriacead
5_Capnocytophaga_fsputigena
5_Schaalig_odontolytica
5_Prevote|la_histicola

5_Lautrop|a_mirabilis

_Lautropfia
_Burkholfleriaceae
O_Flavobdcteriales
_Flavobalcteriia
_Allopreyotella
5_Allopre\jotella_tannerae
5_Porphyrpmonas_cptoniae

O_Erysipe|otrichaleg

_Novosphingobiuni
5_Novosphingobium| clariflavym
5_Haemoghilus_sp_|HMT_036

_Erysipelptrichacege
_Erysipelotrichia
5_Aggreggtibacter_aphrophilug
_Solobadterium
_Sacchafibacteria | TM7___G| 6
P_Sacchaifibacteria_[ TM7_
O_Sacchafibacteria| TM7__ O] 1
_Saccharjbacteria_| TM7__ F [1_
_Sacchatflibacteria| TM7__ C[1
5_Solobacterium_meoorei

_Sacchafibacteria| TM7__ G| 1

5_Saccha

5_Allopreyjotella_sp | HMT_304

5_Streptogoccus_oralis
5_Riemerglla_sp_ HMT_322
_Riemerella
_Weekse|laceae

_Bacilli

5_Gemellg_morbillofum
5_Rothia_g¢lentocaridsa
5_Veillonella_tobetspiensis
5_Neisserfa_sp_ HM[I_020_no
O_Lactobgcillales
_Streptofoccus
—Streptoqoccaceae
5_Aggregatibacter_g4p_ HMT_45

O_Sphinggmonadalgs

_Sphingdmonadacgae
_Fusobadteriaceae
_Fusoba¢terium
P_Fusobadteria
O_Fusobagteriales
_Fusobagteriia
5_Prevote(la_nanceignsis
5_Veillonella_atypic
5_Campylpbacter_showae
_Eikenella
5_Eikenellp_corrodefs
5_Fusobadterium_nycleatum
5_Haemopghilus_spuforum

5_Neisseria_sicca

_Alphaprpteobactefria
5_Veillonella_dispar
5_Veillone]la_multispecies_spq
5_Campylpbacter_c¢ncisus_nd
5_Prevote|la_melanihogenica
5_Neisserfa_subflava
5_Aggregatibacter_gegnis
_Prevotella
5_Veillonejla_parvulg
_Prevotellaceae
_Aggreggtibacter
5_Porphyrpmonas_pjasteri
_Porphyrfomonas
_Porphyrpmonadadeae
5_Neisseria_mucosa
5_Campylpbacter_c¢ncisus
5_Neisserfa_elongatp
O_Bactergidales
_Bacterojdia
P_Bactero|detes

5_Neisseria_flavescens

w0

O_Campylobacterale
_Campylpbacteraceae
_Campylpbacter

_Epsilonproteobacteria
5_Neisseria_perflavd
5_Veillone]la_multispecies_sp
5_Veillone]la_rogosale
O_Veillongllales
_Veillone|laceae
_Veillondlla
_Negativjcutes
P_Firmicutles

5_Neisserifa_flava

_Haemophilus
_Pasteurgllaceae
O_Pasteurgllales
_Neisser|a
_Betaprgteobacter|a
_Neisseripceae

O_Neisserjales

5_Alloprejotella_sp_ | HMT_473_nov_97_B47

5_Haemophilus_haemolyticus|nov_97_947

_Absconglitabacterfja_ SR1__ |G_1_

O_Absconglitabacterja__SR1_ |0 1_

_Absconglitabacterfa_ SR1__|C_1_

5_Streptogoccus_orglis_subsp| dentisani_clade_04

5_Prevotella_sp_ HMT_305_nojv_93_865

ibacteria_{ TM7__ G|6_ bacte

5_Aggreggtibacter_4p_ HMT_5§13

5_Fusobadterium_pgriodonticym

5_Haemoghilus_parainfluenza

5_Streptogoccus_oralis_subsp| tigurinug_clade_071

5_Abscondlitabacterfa_ SR1__ [G_1_ bacterium_HMT_875

[e)

_Saccha:libacteria__TM 7_G4_1_bacte]ium_H MT]352

ium_HMT[870

5_Streptogoccus_oralis_subsp| tigurinug_clade_070

94 070

8

63
v_96 963

425 2

1)

—-5.89 —4.68 -3.47 —-2.26 -1.05 0.16 1.37 2.58 3.79 5.00 6.21

LDA SCORE (log 10)



