Significantly Represented Taxa

B SMT Final H PMA+

@]

S |Streptocgccus_oralis_subsp__figurinus_glade_070
S_Streptgcoccus_mpltispecieg _spp53_2
F| Carnobagteriaceae

S_Grapulicatella] adiacens
G_Granulicatella
S_Rothia_mufilaginosa
S_Streptococcus |sanguinis
R_Actinomycetaceae
O_Actinomycetales
3_Neisserig_perflava
S_Vagillonella_rultispeci¢s_spp6_3
d_Schaalia

9 Veillonella_parvula

g Streptocpccus_sp_|HMT_057
S_S¢haalia_odpntolytica

9 Neisserig_subflava
S_Veillonella_toletsuensis
S_Fusobagcterium_nucleatum
S_Ggmella_hagmolysans
S_Veillonglla_dispar

S |Streptocdccus_oralis_subsp__figurinus_glade_071

O_Lactgbacillales
G_Streptococcus
F_Streptoqoccaceae
9 Streptocpccus_sp_|HMT_423
F_Neidseriaceae

O_Ngisseriales

|Betaprotgobacteria
S_Neisseria_flavescens

S_Streptococcus [salivarius

F_Veilldnellaceae
C_Negativicutes
o
C_Acti

P_Actinobacteria

O_Micnococcales
F_Microqoccaceae
S_Rothia_dentocariosa
S_$treptococfcus_oralis

S_Vei[lonella_mpltispecieg_spp25_2

S| Veillonellg_rogosae
S_$treptocoqcus_paradanguinis_flade_411
9 Veillonella_atypica
F_Paste

O_Pasfleurellales
S| Haemophilus_parainfluenzae
G_Ha¢mophilus

F_Gemellaceae

S_Neisderia_flava

9 Gemellasanguinis

G_Actinomyces

F_Lachngspiraceae

0_|
S_Str¢ptococcu$_gordonii

S_Gemella_mgrbillorum
S| Neisserial elongata
9 Streptocpccus_sp_|HMT_064
G_Aggre

B SMT Final_H_PMA-

P_Firmicutes

C_Bacilli

G| Neisseria

G_VYeillonella

Veillonellales

omycetia

G_Rothia

O|Bacillales

rellaceae

G_Gemella

C/[Clostridia

Eublacteriales

patibacter

C_Gamrpaproteobjacteria

—-5.70 —4.58 —3.46 —2.34 -1.22 -0.10 1.02

LDA SCORE (log 10)

P_Protepbacteria

F_Enterpbacteriaceae

O_Enterpbacteralg

9]

2.14 3.26 4.38 5.50



