Significantly Represented Taxa

B SMT Final | PMA+ [ SMT Final J PMA-

P_HRirmicutes
C_Bacilli
O_Lactdgbacillales
G_Streptococcus
f_Streptodoccaceae
S| Streptocgccus_sp_[HMT_423
S_Stregtococcus Jsalivarius
G|Neisseria
F_Neisgeriaceae
O_Ngisseriales
C |Betaproteobacteria
S_Neisseria_flavescens
G_VYeillonella
F_Veillopellaceae
O_Veillonellales
C_Negptivicutes
S_Veillonella_multispecieq spp25_2
S_Ytreptococfus_oralis
P_Actinobacteria

C_Actiomycetia

wn

 [Veillonell3_rogosae
G_Rothia
F_Microqoccaceae
O_Micrpcoccales
S_Streptofoccus_muiltispecieq spp53_2
S_Rothia_derjtocariosa
9 Veillonellp_atypica
S_$treptocodcus_paraspnguinis_¢lade_411
F_Pasteyrellaceae
O_Pasteurellales
S |Streptocofcus_oralif_subsp__tigurinus_¢lade_070
G_Hagmophilus
S|HaemopHilus_paraipfluenzae
S_Neisspria_flava
F] Carnobadteriaceae
S_Granulicatellaladiacens
G_Granulicatella
O_|Bacillales
g_Gemella

F_Gerpellaceae

wn

| Gemella_lsanguinis

(93]

| Veillonellp_parvula
9 Neisserig_perflava
O_Actinomycetales
H Actinomycetaceae
S_Rothia_mugilaginosa
@ Schaalia
S_Vdillonella_multispecigs_spp6_3
S_Strgptococcug_gordonii
S_Stregdtococcus |sanguinis
S_Sdhaalia_odpntolytica

S| Streptocgccus_sp_[HMT_066
F_Leptotifichiaceae
S_Leptotfichia_sp_[HMT_215
G_Leptotrichia
S_Veillpnella_tobetsuensis
IS_Veillone€fla_dispar
C |Clostridia
F_Lachnoppiraceae
O_Eubpcteriales
S_Ggmella_ma@rbillorum
G_Actinomyces

S_Btreptocogcus_oralig_subsp__dentisani_¢lade_058

wn

_|Streptocofcus_oralis_subsp__figurinus_¢lade_071
IS_Actinonpyces_sp_ |HMT_175
S_Haemophilus_putorum

G_|Lautropia

wn

| Neisseriaf elongata
F_Burkholfleriaceae
S| Lautropial mirabilis
S_Gemella_hagmolysans
S| Streptocgccus_sp_[HMT_064
S_Fikenella_g¢orrodens
G]Eikenella
D_Erysipelptrichales
S_Solobacteriufn_moorei
C_Erysidelotrichia

G_Solobacterium

-n

_Erysipelotfichaceae
G_Orilpacterium
S_Streptococcud australis
S_Schaalip_lingnae
S_Streptococcus_fristatus_¢lade_578
HMT_169

IS_Actinonpyces_sp_|

S_Klebsiella_pneumoniae
G_Klebslella
P_Proteqbacteria
C_Gammaproteobpcteria
F_Entergbacteriacfae

O_Enterpbacteralgs

-5.72 —=4.59 —3.46 —2.33 —1.20 —0.07 1.06 2.19 3.32 4.45 5.58
LDA SCORE (log 10)



