S_st

—5.60 —4.43 —-3.26 —2.09 -0.92 0.25

eptococc

SS

F_En

C_Gamn

s d

S_Klebsi

F_9

S_Sfreptococ]

S _sal

S_Rao,
S_Raoul
s_oralis_gubsp__tig

SE

aphyloco
F_St
_ptreptoco

g

_Enterobac

S_Klebsi

ella_multispecies_sj

G

cus_multispecies_s

:erobacterliaceae
ferales
haproteobpcteria
G_Citrdbacter
itrobacter] koseri
P_Proteobpcteria
G_Klgbsiella
plla_pneurnoniae
G_Streptofcoccus
treptococfaceae
D_Lactobakillales
G_Entergbacter
us_sp_ HMIT_423
monella_enterica
G_Salnponella
ultella
genes
nticola
p35_2
le_070
r_mori
occus
pl8_3
faceae
cus_chosyinense

leriales

|_Burkhold

q
q

A

o1 o o o o T o

n

_Leptotrid
_Streptoc
_Actinom
_Prevotell
_Fusobact
_Streptoc
_Alloprev
_Flavoba
_Flavobad
Streptoc
|_Flavobad
_Capnocy]
_Capnocy
_Prevotell
_Prevotell
_Fusobact
_Prevotell
_Streptoc
_Prevotell
_Sacchari
_Sacchar
_Haemop
| _Schaalia
_Actinom
_Prevotell
_Actinom
_Oribacte
_Abscond
_Abscond
_Abscond
_Abscond
|_Abscond
_Abscond
_Streptoc
_Streptoc
|_Atopobial
_Lancefie
_Lancefie
_Lautropi
_Lautropi
_Coriobadg
_Coriobad
|_Burkhold
_Schaalia
_Lachnoa
_Lachnoa
_Streptoc
_Schaalia
_Alloprevi
_Neisserid
_Streptoc
_Granulic
_Streptoc
_Prevotell
_Alloprevi
_Streptoc
_Riemere|
| Weeksell
_Riemere
_Prevotell
_Streptoc
_Haemop
_Oribacte
_Aggrega
_Oribacteg
_Granulic
_Alloprevi
_Fusobact
_Catonell
_Catonell
_Stomato
_Stomato
_Prevotell
_Porphyrg
_Rothia_d
_Granulic|
|_Carnoba
 Neisserid
_Sacchari
_Sacchar
_Streptoc
_Streptoc
_Streptoc
_Sacchari
|_Sacchari
Sacchar
_Sacchari
_Aggrega
_Streptoc
_Solobact
|_Erysipelq
_Erysipel
_Erysipel
_Solobact]
| Campylo
_Haemop
_Aggrega
_Streptoc
_Alloprev
_Gemella]
_Eikenellq
_Eikenelld
_Leptotrid
| Haemop
_Schaalia
|_Leptotrig
_Leptotrig
|_Lachnosy
_Eubacte
_Clostridi
_Schaalia
| Actinomy
_Actinom
_Alloprev
_Veillonel
Gemella]
_Veillonel
_Aggrega
_Gemella
Veillonel
_Prevotell
_Campylo
_Veillonel
_Neisserig
_Aggregal
_Prevotel
_Rothia_n
_Neisserig
_Rothia
|_Microcod|

_Microcoq

_Bacillalep

_Haemop
_Gemella
|_Gemella
|_Prevotell
_Actinom
_Actinoba)
_Neisserid
_Veillonel
_Fusobact
_Fusobac
|_Fusobact
_Campylo
_Fusobac
_Fusobac
_Fusobact]
_Veillonel
_Neisserig
_Campyld
|_Campylo]
_Campyld
_Epsilonp|
_Veillonel
_Porphyrd
_Neisserid
_Porphyrg
|_Porphyro
Bacteroi
_Bacteroi
_Bacteroi
_Firmicutd
_Veillonel
|_Veillonel
_Veillonel
_Negativi
_Neisseri
_Betaprot
|_Neisserig
_Neisseri
_Haemop
_Haemop
|_Pasteure|

_Pasteurd

- =TrESighimicantly Represented-Taxa

hia_sp_ HMT_215_n

pccus_downii
enitzii

I_305_no

ces_grae
b_sp_ HM
erium_nug¢leatum
pccus_crisfatus_clad
tella_sp_|HMT_914
teriales
teriia
pccus_sp_|HMT_061
teriaceae
fophaga_dputigena
tophaga
b_aurantig
b_histicolg
erium_hwpsookii
b_shahii
pccus_multispecies |
b_vespert[na
G

G

pacteria_ [TM7___
bacteria_[TM7___
hilus_pittmaniae
|sp__HMT|180
ces_sp_ HMT_175
b_jejuni
yces
rium_multjspecies_s|
h_ SR1__
h SR1_ |
_SR1__|
_SR1_

 SR1__§

itabacteri
itabacteri
tabacterig
tabacterid
tabacterig
tabacteri
pccus_sp_[HMT_066
pccus_sp_|HMT_064
ceae
della
della_paryula
h
h_mirabilid
teriia
teriales
leriaceae
llingnae

haerobacylum_gingi

haerobacylum

pccus_sanfuinis_no
|sp_ HMT]|172
tella_sp_|HMT_473]
_sicca
pccus_ausfralis
ptella_eledans
pccus_gorglonii
b_pallens
tella_tannerae
pccus_infd
la

ceae
la_sp_ HMT_322
b_salivae
pccus_oralis_subsp_|
hilus_haerolyticus_|
rium_sinu
ibacter_sp_ HMT_4]
rium
htella_adigcens
HMT_308

erium_sp_ | HMT_204

tella_sp_|

h_morbi
]
baculum
baculum_gp_ HMT_Q
b_nanceiensis
monas_cdtoniae
entocarioda
ptella
fteriaceae
_sp__HMT| 020_nov
pacteria_[TM7__ G
G|

bacteria_[TM7___

pccus_multispecies |
pccus_sanpuinis
pccus_multispecies_|

C

bacteria_ [TM7___
bacteria_ [TM7__|

bacteria_[TM7___ O

pacteria_ [TM7_
ibacter_sp_ HMT_5
pccus_oralis_subsp_|
erium
trichacea¢g
trichales
trichia
erium_moprei
bacter_shpwae
hilus_haemolyticus
ibacter_aphrophilug
pccus_mit(s
tella_sp_|HMT_473
|morbillorgim
|_corrodens
hia_sp_ HMT_215
hilus_sp_ HMT_036
| odontolyffica
hiaceae
hia
iraceae
riales

3]

cetaceae
ycetales
ptella
a_tobetsuensis
|haemolydans
a_dispar
ibacter_segnis
|sanguinis|
a_multispgcies_spp
lb_melaninogenica
bacter_copcisus_no
a_parvula
_mucosa
kibacter

a

ucilagino

Q

_subflava

caceae
cales
hilus_sputprum
eae
hceae
cetia
cteria
_elongatqg
a_atypica
erium_pefiodonticu
erium
eriaceae
bacter_copcisus
eriales
eriia
eria
a_multispgcies_spp
_flava
bacter
bacteracepe
bacteralep

roteobactgria

3

a_rogosad
monas_pdsteri
_perflava
monas

monadacq
Hales

0]

a
letes
s

a
aceae
ales
futes
h
leobacteri
ceae
hles
hilus_para|nfluenzag
hilus
laceae

llales

_p__bacteri

_SR1__ €

ntis_cladd -

_[L__bacteri

F1

bv_96_96]

93 865

e 578

sppnll_2|

6

ppl0_2
D1
G_1_

5_1_ bact

valis

97 782

nov_97_3

431

| dentisani

hov_97_94

97

194 070

1

kpp29_2

bpp53_2
L

3

| tigurinus |

5 3

96 963

5 2

Inov_97_9

Lm_HMT

erium_HM]

h7

| clade_05
7

Lm_HMT_

clade_071

76

B70

[ 875

52

1.42

LDA SCORE (log 10)

259 3.76 4.93 6.10



