Significantly Represented Taxa

B SMT_A_Final_ PMA+ [ SMT_C Final_PMA+

O| Enterobafterales
F_Epterobactgriaceae
C_Gammaproteobacteria
P_Proteobacteria
G_Klebsiella
S_Klebdiella_pneymoniae
G_Rothia
F_Microcogcaceae
O_Microdoccales
S_Rothia_dentgcariosa
G_Cutibacterium
O_Pseudomopadales
O_Pfopionibadteriales

F_Propionibactgriaceae

IS_Haemopphilus_spuforum
IS_Haemopphilus_sp_|HMT_036
_Actinonpyces
IS_Veillon€|lla_tobetspiensis
_Sacchafibacteria| TM7__ G| 1_
IS_Sacchatibacteria_|{ TM7__ G[1_ bactefium_HMT_352
IS_Streptogoccus_pafasanguin{s_clade_4[11
F_Sacchaifibacteria_[TM7__ F |1
_Sacchafibacteria| TM7__ C|1
P_Sacchatfibacteria_[ TM7_
O_Sacchafibacteria| TM7__ O] 1
IS_Aggregatibacter_§p_ HMT_458

IS_Schaalig_odontolytica
IS_Neisserfa_elongatp
IS_Campylpbacter_c¢ncisus_nqv_96_963
_Schaalip
F_Actinonlycetaceag
O_Actinomycetales
IS_Neisser|a_sicca
S_Streptogoccus_oralis_subsp/| tigurinug_clade_070
IS_Fusobagterium_sd__ HMT_204
IS_Porphyrpmonas_pjasteri
_Porphyfomonas
F_Porphyrpmonadadeae
IS_Streptogoccus_gofdonii
IS_Streptogoccus_sapguinis
S_Fusobagterium_hwasookii
IS_Campylpbacter_showae
_Granulifatella
F_Carnobgcteriaceag
IS_Granulitatella_adfacens
IS_Aggregatibacter_4p_ HMT_5§13
IS_Veillon€|lla_multispecies_spg6_3
IS_Veillond|lla_dispar
IS_Eikenellp_corrodehs
_Eikenella

IS_Aggregatibacter_gegnis

S_Prevote|la_melanipogenica
_Prevotdla
F_Prevote|laceae
IS_Streptogoccus_salivarius
O_Bacterdidales
_Bacterdidia
P_Bacterojdetes
IS_Neisser(fa_subflava
IS_Neisser{a_perflavg
IS_Haemopphilus_pittmaniae
IS_Campylpbacter_concisus
S_Fusobagterium_nycleatum
IS_Aggregatibacter_aphrophilus
_Campylobacter
_Epsilonproteobacteria
O_Campylobacterales
F_Campylpbacteracgae

S_Veillonglla_rogosa

[

S_Veillondllla_atypic
IS_Neisser(a_flavescg¢ns
_Streptofoccus
F_Streptofoccaceae
_Aggregatibacter
_Bacilli
O_Lactobgcillales
IS_Neisser(a_flava
S_Fusobagterium_pgriodonticym
S_Veillondllla_parvula
_Fusobagterium
F_Fusobadteriaceae
_Fusobagteriia
O_Fusoba¢teriales
P_Fusobadteria
_Neisserja
F_Neisserjaceae
O_Neisserjales

_Betaprdteobacterja

IS_Haemopphilus_parginfluenzag
_Haemophilus
O_Pasteurgllales
F_Pasteurgllaceae
S_Veillondlla_multispecies_spg25_2
_NegatiVficutes
F_Veillonellaceae

O_Veillongllales

_Veillonglla

P_Firmicuties

-5.86 —4.66 —3.46 —2.26 —1.06 0.14 1.34 2.54 3.74 4.94
LDA SCORE (log 10)



