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O_Fusopbacteriales
C_Flisobacteriia
P_Rusobacteria
G_Fudobacterium
F_Fusobfacteriaceae
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C_Bacilli
O_Lagtobacillales
G_Stfeptococcus
F_Streptjococcaceae

S_Fysobacterium_nucleatum
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 |Streptococcys_salivarius
O_Bacteroidales
C|Bacteroidia
P_B3acteroidetes
9_Aggregatibgcter_segnis
S [Streptococcys_sanguinis
$_Streptococqus_gordonii
S_Fusgbacterium_sp_ HMT_204
G_Granulicatella
F_Carnobjacteriaceae
9 Granulicatella_adiacens
3 _Porphyromdnas_pasteri
G_Porphyromonas
F_Porphyronponadaceae
S_Streptococcus_parasanguini$_clade_411
S_Raoultella_multispecies_spp35_2
O_Burkholderiales
F_Leptotrichiaceae
G_| eptotrichia
S_Leptotrichia_sg_ HMT_215
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| Haemophilus_sputorum

S_Streptocdccus_oralis_gubsp__tigurinus_clade_07
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