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J_Enterobdcterales
F_Ehterobactériaceae
C_Ganmmaproteopacteria
P_Proteopacteria
G_K]ebsiella
S_Klebsiella_pneyimoniae
b_Rothia
F_Micrococcaceae
O_Microgoccales
S_Rqthia_dentpcariosa
C_Actingdmycetia
P_Actinopacteria
S_Rdthia_mucilaginosa
S [Neisseria|mucosa
S_Cufibacteriugn_acnes
G_Cutibgcterium
O_Rropioniba¢teriales
F_Prqg

pionibactgriaceae
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G_Sacchdribacterial| TM7__ G _6_
S_Streptococcus_sp  HMT_06[1
S_Actinomyces_gragvenitzii
S_Haemophilus_hagmolyticug
S_Granulicatella_el¢gans
S_Streptococcus_sp HMT_05[7
S_Haemophilus_sp_| HMT_03§
S_Oribacterium_multispecies [spp10_2
S_Haemophilus_spytorum
S_Lancefieldella_pafvula
C_Coriobgcteriia
O_Coriobacteriales
F_Atopoblaceae
G_Lanceffeldella
G_Oribacterium

G_Sacchdribacterial| TM7__ G 1_

S_Actinomyces_sp_|HMT_169
S_Schaalip_lingnae
S_Campy|obacter_cpncisus_npv_96_963
S_Lachnopnaerobaqulum_gingivalis
G_Lachndanaerobagulum
C_Sacchafibacteria] TM7__d 1
O_Sacchdribacteria] TM7__ (_1
P_Saccharibacteria| TM7_
F_Saccharibacteria]| TM7__ F[1
S_Streptococcus_dqwnii
S_Streptococcus_sajnguinis_ngv_97_782
S_Schaalip_sp_ HMT_172
S_Gemellp_morbillgrum
S_Aggregptibacter_gp_ HMT_$13
S_Schaalip_sp_ HMT_180
S_Actinomyces_sp_|HMT_175|
S_Streptococcus_cristatus_cldde_578
C_Erysipdlotrichia
G_Solobafgterium
O_Erysipglotrichale
F_ErysipeJotrichacepe
S_Solobag¢terium_moorei
S_Veillonglla_dispar
S_Streptococcus_sp HMT_066
G_Actinomyces
S_Fusobagterium_sp_ HMT_204
G_Porphyfomonas
F_Porphyfomonada¢eae
S_Porphyfomonas_pasteri
S_Veillonglla_multispecies_spp6_3
S_Streptococcus_adstralis
S_Fusobafterium_hwasookii
G_Catondla
S_Catone|la_morbi
S_Aggregptibacter_gegnis
S_Schaalip_odontolytica
S_Haemophilus_pitjmaniae
F_Lachnoppiraceae
O_Eubactgriales
C_Clostrigia
S_Campy|obacter_showae
S_Neisselfia_subflavia
S_Prevotglla_melan|nogenica
G_Prevotel
F_Prevotqllaceae
G_Schaalfa
S_Aggregptibacter_pphrophily
P_Bacterqidetes
O_Bacterpidales
C_Bactergidia
F_Actinomycetaceap
O_Actinomycetales
G_Leptotiichia
F_Leptotr|chiaceae
S_Leptotrjchia_sp_ HMT_215
S_Neisselfia_flavescens

S_Campy|obacter_cpncisus

S_Granulicatella_adfiacens
G_Granul{catella
F_Carnobpcteriacede
G_Eikenella
S_Eikenella_corrodgns
G_Aggredatibacter
S_Streptococcus_mpltispecieg spp53_2
G_Campyjobacter
F_Campylobacteradgeae
O_Campyjobacterales
C_Epsilonjproteobadteria
S_Fusobafterium_nticleatum
S_Streptococcus_gdgrdonii
S_Veillonglla_parvula
S_Streptococcus_sanguinis
S_Veillonglla_atypicp
S_Fusobafterium_pgriodontichim
O_Lactobscillales
C_Bacilli
G_Fusobacterium
F_Fusobagteriaceae
S_Haemophilus_parainfluenzge
O_Fusobalcteriales
C_Fusobafteriia
P_Fusobafteria
G_Haemdphilus
F_Pasteurellaceae
O_Pasteufellales
S_Veillonglla_multispecies_spp25_2
G_Veilloneglla
F_Veillongllaceae
O_Veillongllales
C_Negatiyicutes

P_Firmicufes

a

%]

S_Streptococcus_pgrasanguirfis_clade_411

1.27 2.45 3.63 4.81
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