S_§
S_§

_Streptococ

—6.07 —4.85 —3.63 —2.41 -1.19 0.03

Significantly Represented Taxa

B SMT D Final_P

_[Streptoco

S_St
_[Streptoco
S_R
S S
btreptocod

cus_oralis| subsp__ti

btreptocodcus_oralis| subsp__ti

rus_oralis{subsp__d

S S

reptococq
S|

USs_parasq

[Streptoco

MA-

G_Strep|
| Streptocg
O_Lacto

fcus_sp_ |

P_Fi
reptococd
fcus_sp_ |
pthia_den
kreptococ
lgurinus_c
lgurinus_c
pntisani_c

nguinis_c

I SMT_E_Final_PMA-

Fococcus
ccaceae
acillales
C_Bacilli

HMT 423

rmicutes

us_oralis

HMT_064
ocariosa
us_mitis
ade_070
ade_071
ade_058
ade_411

fcus_sp_|

HMT 066

S_Streptgcoccus_sanguinis_n|

S_Allopregvotella_sg HMT_30

S_Streptgcoccus_cilistatus_cl

S_Oribacferium_myltispecies

S_Alloprgvotella_sg HMT_47

G_Sacch

S_Sacchg
F_Sacchg
P_Sacchg
C_Sacchg
O_Sacch

S_Aggred
S_Streptg
S_Actino

G_Lachn

S_Lachnd
S_Oribac
S_Streptg
S_Campy
S_Actino

S_Alloprg
S_Schaal
G_Stoma
S Stoma
G_Oribad
S_Schaal
S_Prevot
S_Catong
G_Catong
S_Gemel
S_Campy]
S_Gemel
S_Schaal
G_Actino
G_Alloprg
G_Lancef]
F_Atopoh
O_Coriob|
C_Coriob
S_Lancef
S_Leptot
G_Prevot]
G_Leptot]

S_Streptg
S_Streptq
G_Eikeng
S_Eikene
G_Solobg
F_Erysip§g
O_Erysip
C_Erysipg
S_Soloba
G_Gemel
F_Gemel
O_Bacillg
F_Lachng
O_Eubac
C_Clostri
F_Prevotg
S _Haemd
S_Neisse
S_Rothia]
S_Campy
S Neisse
S Veillon
S_Granul
G_Granu
F_CarnoH
S_Schaal
S_Porphy]
G_Porphy
F_Porphy]|
G_Campy
F_Campy
O_Campy
C_Epsilor
O_Fusobg
C_Fusobg
P_Fusobg
G_Schaal
S_Neisse
C_Bacter
O_Bacter
P_Bacter
F_Actinor]
O_Actino
S_Veillon
S_Veillon
S_Veillon
S Veillon
S _Haemd
F_Pasteu
O_Pasteu
G_Haem
S_Neisse
S Veillon
S_Neisse
S_Veillon
S_Neisse
S_Klebsig
G_Veillon
F_Veillon
O_Veillon
C_Negati
G_Neisse|
F_Neisse
O_Neisse
C_Betapr
F_Entero
O_Enterg
C_Gamm

P_Proteo

F_Leptotfichiaceae

ribacterig
ribacteria

ribacteria

ribacteria
ribacterig
atibacter |
coccus_n
nyces_sp |
anaeroba
anaeroba
erium_sin
coccus_g
lobacter_4
nyces_sp |
votella_sH
a_sp__ HM
fobaculuny
obaculun
kerium

a_lingnae
plla_melarn]

Ila_morbi

a
a_sanguir
lobacter_
a_morbill
a_sp__HM
myces
votella
ieldella
iaceae
hcteriales
hcteriia
eldella_p4
ichia_sp_|
ella

richia

coccus_a
coccus_m
IE]
la_corrod
cterium
lotrichacg
plotrichalg
blotrichia
cterium_nj
a

aceae

les
spiraceae
eriales
fia
tllaceae
philus_sp
lia_elongd
|mucilagin
lobacter_
fia_mucos|
Plla_tobet:
catella_aq
icatella
acteriace
a_odonto
romonas_|

romonas

lobacter
lobactera
lobactera
proteoba
cteriales
cteriia
cteria

ia
ria_subfla
pidia
pidales
bidetes
nycetaced
mycetales
plla_multis
plla_dispa
plla_parvu
plla_atypid
philus_pa
ellaceae
rellales
philus
ria_perflay
Plla_rogos|
ria_flava
plla_multis
ria_flavesq
Ila_pneunt
ella
pllaceae
ellales
vicutes
ria
jaceae
riales
pteobacte
bacteriacq
bacteraleg
bpproteobq

pacteria

ribacteria]

romonadalceae

™7

segnis
ultispecie
| HMT_175
culum
rulum_gin
us

brdonii
howae

| HMT_164
| HMT 47
T 172

inogenica

is
oncisus_n
rum

T 180

rvula

HMT 215

listralis

ultispecie

ENS

ae

oorei

itorum
ta

o0sa
oncisus
2]
uensis

iacens

e
ytica

pasteri

eae
es

teria

[)

pecies_sp

la
a

rainfluenz

Q

pe

pecies_sp

ens

oniae

ria

ae

cteria

| TM7__

| TM7___
| TM7___ |
| TM7___

q
A

q

| TM7___0_1_

| sp_ HMT] |

ov_97_78]
8
hde 578

| sppl10_2
3_nov_97]
51

_1_ bactg

5_sppnll |

pivalis

097

ov_96_96

5 spp53_2]

p6_3

he

p25_2

347

2_nov_97

B

rium_HMT_

LDA SCORE (log 10)

1.25 247 3.69 491

352

1976

6.13



