Significan
B SST Baseline_PMA+

tly Represented Taxa
B SST Final_ H PMA+

O_Enterobacterales
F_Hnterobactgriaceae
C_Bacilli
O_LactoRacillales
G_Strepfococcus
F| Streptocqccaceae
S_[Streptocogcus_sp_ HIMT_423
C_Gammaprotedbacteria
S_Neissefia_sicca
P_Actingbacteria
C_Actingmycetia
5_Rothia
F_Microcqccaceae
O_Micrococcales
S_S$treptocodcus_oralis| subsp__tigurinus_clade_070
S_Rpthia_denffocariosa
S_R¢thia_mucilaginosa
S_Strepfiococcus_ganguinis
G_StaphyJococcus
S |Staphylogoccus_muljtispecies_|spp18_3
F_$taphylocqccaceae
F_|Actinomygetaceae
D_Actinomycetales
G_[Schaalia
S_Schaalia_odoptolytica
b_Streptodoccus_multispecies [spp29_2
S_[Streptoco¢cus_sp_ HIMT_064
b_Streptodoccus_multispecies [spp53_2
S_Streptococcps_oralis
S_Stredtococcus [infantis_clade_431
S_[Streptoco¢cus_sp_ HMT_061
C_Alphaprotedbacteria
S_Stregtococcus_fustralis
S_Streptococqus_parasgnguinis_clade_411
S_|streptoco¢cus_sp_ HMT_066
S_Cdtibacterium_acnes
IG_Phyllobgacterium
S_Phyllobacteriym_myrsinacearum
F_Phyllobactgriaceae
O Hyphomig¢robiales
O_Propionibakteriales
F_Prppionibacteriaceae
hcterium
S_Campyjobacter_showae
S_Haemophilus_sp_ | HMT_036
S_Neissefia_sp_ HMT_020_noj_94 070
S_Porphyfomonas_¢atoniae
S_Fusobafterium_njcleatum
S_Haemophilus_spytorum
S_Haemophilus_ha¢molyticug
S_Aggregptibacter_sp_ HMT_458
O_Burkhdlderiales
F_Burkho]deriacead
G_Lautropia
S_Lautropia_mirabilis
S_Prevotglla_nancelensis
S_Alloprepjotella_sp| HMT 47B
G_Alloprevotella
S_Campy|obacter_doncisus_npv_96_963
S_Fusobaterium_sp_ HMT_204
S_Haemophilus_pitfmaniae
S_Veillonglla_tobetquensis
S_Aggregptibacter sp_ HMT_513
S_Prevotglla_melanjnogenica
G_Prevoteglla
G_Eikene|la
S_Eikenella_corrodgns
F_Prevotgllaceae
S_Campyjobacter_doncisus
S_Fusobacterium_pgriodonticim
O_Fusobdcteriales
C_Fusobalcteriia
P_Fusobarteria
G_Fusobdcterium
F_Fusobarteriacead
G_Campyflobacter
F_Campy|obacteraqeae
C_Epsilor|proteobadteria
O_Campylobacterales
S_Neissefia_elongaga
S_Aggregdptibacter_aphrophilgs
S_Veillonglla_dispar
S Veillonglla_multigpecies_spp6_3
S_Aggregptibacter_segnis
S_Neissefia_mucosa
S_Porphyfomonas_pasteri
F_Porphyfomonadafeae
G_Porphyfromonas
P_Bactergidetes
O_Bacterpidales
C_Bacter¢idia
G_Aggredatibacter
S_Veillonglla_atypiga
S_Veillonglla_rogosge
S_Veillonglla_parvula
S_Neisseria_flava
S_Haemophilus_pafainfluenzge
G_Haemdphilus
F_Pasteurellaceae
O_Pasteufellales
S_Veillonglla_multigpecies_spp25_2
G_Veillonglla
F_Veillongllaceae
O_Veillongllales
C_Negatiyicutes
—-5.75 —4.59 -3.43 -2.27 -1.11 0.05 1.21 2.37 3.53 4.69
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A SCORE (log 10)




