Significantly Represented Taxa

Il SST Baseline_PMA-

P_Kirmicutes
O_Lactqgbacillales
G_Streptococcus
t_Streptodoccaceae
C_Bacilli
G_VYeillonella
F_Veillopellaceae
O_Veillonellales
C_Negptivicutes
C_Gammaproteobacteria
S_Veillonella_multispecieqd spp25_2
S_Streptofoccus_muiltispecieq spp53_2
G|Eikenella
S_Fikenella_gorrodens
S| Veillonellp_parvula
S_Strdptococcug_gordonii
S_$treptocodcus_paraspnguinis_¢lade_411
S_Stredtococcus Jsanguinis
S_Haenpophilus_pfttmaniae
G_Granulicatella
F[Carnobadteriaceae
S_Granulicatellajadiacens
S_Veillpnella_tobetsuensis
S| Streptocgccus_sp_[HMT_066
S| Streptocgccus_sp_[HMT_061
B_Streptogoccus_sanguinis_nov_97_782
S_Streptoco¢cus_oralig_subsp__dentisani_¢lade_058
S_Schaalia_sp_|HMT_172
| Streptocgccus_sp_|HMT_057
S_Haempphilus_haemolyticys_nov_97[947
S_Fusobpcterium_gp_ HMT_P04
S_Lautrgpia_miraRilis
O_BurkHolderiales]
G_Lautrppia
F_Burkhplderiacede
G_Actingmyces
S_Neisseria_sicca
S_Haempphilus_sgp_ HMT_036
S_Haempphilus_sgutorum
S_Alloprevotella_sp_ HMT_3p8
S_Rothig_dentocariosa
S_Gemella_haemdlysans
S_Porphyromonas| pasteri
S_Fusobpcterium_hucleatun]
G_Porphlyromonas
F_Porphyromonadpceae
S_Geme]la_morbilforum
S_Aggregatibacter_segnis
S_Geme]la_sanguipis
S_Neiss¢ria_elongpta
S_Rothig_mucilagiphosa
S_Neiss¢ria_mucopa
C_Actingmycetia
P_Actindbacteria
G_Rothig
F_Microgoccaceae
O_Microfoccales
G_Gemglla
F_Gemellaceae
O_Bacillples
S_Neiss¢ria_subflgva
S_Neiss¢ria_perflava
S_Neisseria_flava
S_Neisseria_flaveqcens
P_Proteqbacteria
F_Neissgriaceae
O_Neissgriales
C_Betaproteobactgeria
G_Neissgria

Bl SST Final_A_

-5.47 -4.39 -3.31 -2.23 -1.15 -0.07 1.01

LDA SCORE (log 10)

PMA-

2.09 3.17 4.25 5.33



