Significantly Represented Taxa

Bl SST A _Final_PMA+

Q_Enterobdcterales
F_Hnterobactgriaceae
$_Streptocpccus_multispecies_spp53_2
S_Streptococdus_parasanguinis_clpde_411
C_Alphaprotedbacteria
O[Hyphomigrobiales
O_Hacillales
G_|Gemella
F_Gemkllaceae
S_Hpemophilus_haemolyticus_nov| 97_947
S_Haenfophilus_sputorum
O [Pseudom@nadales
G_Acinefobacter
F_Moraxellaceae
S_Acingtobacter_jphnsonii
S_Stregtococcus [gordonii
S_Streptpcoccus_spnguinis
S| Haemophilus_sp_ HMT_036
S|Neisseria|mucosa
G_Cutibacterium
F_Prgpionibactgriaceae
S_Cutibacterium_acnes
O_kropionibafteriales
G_Allopfevotella
S |Alloprevotella_sp_ HMT_473
S_Schaalia_odoptolytica
S_Sadcharibactg¢ria_ TM7| G_1_ b3cterium_HMT_352
O_Sgccharibacferia_ TMY___ O_1_
G_Sgccharibacferia_ TM]__ G_1_
C_Sgccharibacteria_ TMY__ C 1_
P_Saccharibacterip_ TM7_
O_Burkholderiales
F_Saccharibadqteria_ TMy__ F 1_
| Haemopli olyticus
S_Rothia_mucilaginpsa
F_Burkhol|deriacea€q
S_Lautropia_mirabiljs
G_Lautropia
S_Fusobafgterium_sp_ HMT_204
S_Porphyfomonas_datoniae
S_Neisseffia_sp_ HMT_020_noy_94_070
S_Campy|obacter_showae
S_Neisselfia_sicca
S_Aggregptibacter_pp_ HMT_458
S_Porphyfomonas_pasteri
F_Porphyfomonada¢eae
G_Porphyfomonas
S_Aggregptibacter_pp_ HMT_$13
F_Prevotqllaceae
S_Veillonglla_dispar]
S_Veillonglla_multispecies_spp6_3
S_Prevotglla_melan|nogenica
G_Prevotglla
S_Aggregptibacter_gegnis
O_Bactergidales
C_Bactergidia
P_Bacterqidetes
S_Aggregptibacter_pphrophilds
S_Veillonglla_rogosge
S_Haemophilus_pitjmaniae
S_Neisselfia_subflavia
S_Neisse]ia_perﬂava
G_Aggredatibacter
S_Veillonglla_parvula
S_Neisselfia_flavescens
S_Neisse:lia_flava
C_Betaprgteobactefia
F_Neisserjaceae
O_Neissetfiales
G_Neissefia
S_Veillonglla_multispecies_spp25_2
G_Veillonglla
F_Veillongllaceae
O_Veillongllales
C_Negatiyicutes
S_Haemophilus_parfinfluenzge
G_Haemaphilus
F_Pasteurellaceae
O_Pasteufellales
—-5.58 —4.45 -3.32 -2.19 -1.06 0.07 1.20 2.33 3.46 4.59
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