Significantly Represented Taxa
I SST F Final PMA+ I SST ) Final PMA+

-n

_Enterobacferiaceae
O_Enteroblacterales
C_Bacilli
O_Lactopacillales
G_Streptococcus

_Streptocpccaceae

[92]

| Streptocqccus_sp_ [HMT_423
S_Entlerobacter|asburiae
S_Enterobactef_mori_noy_97_951
S[Neisseria]elongata
P_Actinpbacteria
C_Actinomycetia
G_Rothia
F_Microcpccaceae
O_Micrpcoccales
S_Rothia_mugilaginosa

O_Bacillales

-n

_|Staphylocpccaceae
G_Staphylococcus
S Staphylofoccus_miiltispecies| spp18_3
F| Actinomy|cetaceae
O_Actinorycetales
G| Schaalia
S_Schaalia_od¢ntolytica
S_Strepftococcus_panguinis
C_Alphaprotepbacteria
S_|Streptocofcus_orali$_subsp__fligurinus_dlade_070
S_Rothia_dentocariosa
S_Strgptococcug gordonii
S_Streptofoccus_milltispecies| spp29_2
Q_Hyphomi|crobiales
S_Streptococcus| infantis_dlade_431
F_Rhizobiaceae
G_Agrohacterium
4 _Agrobacferium_turefaciens
S_INovosphingobium_clgriflavum
O Sphingomfonadales
F_Sphingomophadaceae
G_Novosphjngobium

G| Gemella

F_Gerpellaceae
S_Streptococcus| australis
S_Phyllobacteriym_myrsinacearum

S[|Gemella_panguinis

-n

[Phyllobacteriaceae
S| Streptocqccus_sp_ [HMT_061
G_Phylloljacterium
F_Morakellaceae
G_Acingtobacter
S_Acinptobacter [johnsonii
S_Ge¢mella_mdrbillorum
HMT 064

| Streptocqccus_sp_ |

P_Saccharibacterig_ TM7_
O_Sacchfpribacterig_ TM7__ D 1
F_Saccharibacterig_ TM7__ Kk 1_

C_Sacchpribacterig_ TM7__ € 1
S_Fusobgcterium_gp_ HMT_204

S_Veillor|ella_tobetisuensis

S_Prevotella_histicpla
S _Neissdria_sp_ HMT_020_n¢v_94 07(Q
S_Campylobacter_foncisus_mov_96_96]3
S_Allopre¢votella_sp_ HMT_47%3
G_Alloprgvotella
S_Haemgphilus_haemolyticuk
S_Sacchgribacterig__TM7__ & 1_ bactgrium_HMT_352
G_Sacchpribacterig_ TM7__ [ 1
S_Campylobacter_ghowae
S_Haemgphilus_sputorum
S_Haem¢philus_haemolyticus_nov_97 947
S_Porphyromonas |catoniae
S_Haemephilus_sp| HMT_03p
S_Aggregatibacter|sp_ HMT|458
O_Pseudpomonadalps
S_Fusobgcterium_nucleatum)
S_Porphyromonas [pasteri
G_Porphyromonas
F_Porphyromonadgceae
S_Aggregatibacter|sp_ HMT[513
S_Campylobacter_foncisus

G_Eikengl

a
S_Eikendlla_corrodgens
S_Veillorlella_multigpecies_spp6_3
G_Campylobacter
F_Campylobacteragceae
O_Campjlobactergles

C_Epsilohproteobafteria
S Veillorlella_atypifa

S_Prevotlella_melafinogenicg
G_Prevotella

F_Prevotellaceae

S_Veillorfella_dispalr
S_Fusobgcterium_periodontigum
S_Aggregatibacter| segnis
S_Aggregatibacter| aphrophilus
O_Bactefoidales
P_Bacterpidetes
C_Bactefoidia

S_Haemgphilus_piftmaniae
O_Fusobpcteriales
C_Fusobagcteriia

P_Fusobacteria

G_Fusobpcterium
F_Fusobacteriaceap
S_Veillorlella_rogodae

G_Aggrepatibacter|

S_Veillorlella_parvyla
S_Veillorlella_multispecies_spp25_2
G_Veillonella
F_Veillonellaceae
O_Veillonellales
C_Negatjvicutes
S_Haeméphilus_pdrainfluenzae
G_Haempphilus
F_Pasteyrellaceae

O_Pastelirellales

-5.94 —4.76 —3.58 —2.40 —1.22 —0.04 1.14 2.32 3.50 4.68
LDA SCORE (log 10)



