Significantly Represented Taxa

B SST C_Final_PMA+

B SST D Final_PMA+

C_Ganpmaprotedbacteria
P_Protedbacteria
G_Campyflobacter
F_Campylobacteraceae
O_QGampylobgcterales
C_Epsjlonprotedbacteria
S_Campylobacter_foncisus
O_Fusobarteriales
C_Fusobacteriia
P_Fusqgbacteria
G_Fusobacterium
F| Fusobactgriaceae
b_Fusobadterium_nycleatum
O |Pseudom¢@nadales
G_Acinefobacter
F_Moraxellaceae
S_Schdalia_sp_ HMT_180
G_Staphy|ococcus
F_Ytaphylocdccaceae
_Btaphylocpccus_multispecies_spp18_3
S_Streptdcoccus_sg_ HMT_06
S_Schaalia_sp_ HM[r_172
G_Actinomyces
O_Burkhdlderiales
S_Lautropia_mirabilis
F_Burkho]deriacead
G_Lautropia
S_Schaalia_lingnae
S_Streptdcoccus_sg_ HMT_06
S_Streptdcoccus_otalis_subsq
S_Streptdcoccus_infantis_cla
S_Streptdcoccus_mjultispecie
S_Schaalila_odontolltica
G_Schaalla
F_Actinomycetaceale
O_Actinomycetales
S_Veillonglla_dispa
S_Rothia_|dentocaripsa
S_Rothia_|mucilaginpsa
G_Granuljcatella
F_Carnobpcteriacege
S_Granulfcatella_adiacens
S_Neissefia_sicca
O_Microcpccales
G_Rothia
F_Microcgccaceae
C_Actinomnycetia
P_ActinoRacteria
S_Neissefia_perflavia
S_Veillonglla_rogosge
S_Streptdcoccus_sdlivarius
S_Neisseria_flava
S_Neissefia_subflaja
S_Neisseria_flavesdens
S_Streptdcoccus_sg_ HMT_47
G_Streptgcoccus
F_Streptgcoccacea¢
C_Bacilli
O_Lactobpcillales
P_Firmicutes
F_Neissefiaceae
O_Neissefiales
C_Betaprpteobactefia
G_Neissefia
—5.44 —4.34 -3.24 -2.14 -1.04 0.06
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1.16 2.26 3.36 4.46 5.56



