Significantly Represented Taxa

I SST C Final_ PMA+ I SST_E_Final_PMA+

S_Neisseria_[perflava
G_Vgillonella
F_Veillongllaceae
O_Veillpnellales
C_Negativicutes
G_Neisseria
F_Neissgriaceae
O_Neisgseriales
C_Betaprotedbacteria
S_Veillpnella_multispecies_ppp25_2
S_Neisseria_pubflava
S_Veillonella frogosae
S_Veillonella] parvula
S_Meillonella] atypica
S| Veillonellp_dispar
G_Porphyfomonas
F_Porphyromonpdaceae
S_Porphyromonag_pasteri
S_Veillonella_mtltispecieq spp6_3
P_Bactdroidetes
O_Bactgroidales
C_Ba¢teroidia
O_Fusobarteriales
C_Fusobacteriia
P_Fusgbacteria
G_Fusobacterium
F] Fusobactgriaceae
S_Fysobacteripm_periodonticum
S_Veillohella_tobetsuensis
G_Campyflobacter
F_Campylobacieraceae
O_(ampylobgcterales
C_Epsgjilonprotegbacteria
S_Campylobacter_foncisus
9_Streptocpccus_multispecies_spp53_2
O_$phingomgnadales
G_|Novosphihgobium
F_Sphingomonpdaceae
S_Npvosphingpbium_clariflavum
P_Saccharibacterip_ TM7_
C_Sdccharibacteria_ TMT__ C 1_
F_Sgccharibadteria_ TMy__ F 1_
O_Sdccharibacferia_ TMY__ O 1_
G_Sgccharibacteria_ TM]__ G_1_
S_Saccharibactgria_ TM7| G_1_ bgcterium_HMT_352
S_Aggregatilpacter_aphrophilus
S_Sfreptococcus_parasapguinis_clpde_411
S_Campgylobacter| showae
S_Porphyromonas_fatoniae
S_Adgregatibagter_sp_ HMT_458
b_Fusobadterium_nycleatum

5 S

reptococdqus_mitis

S_Staphy|ococcus_multispeci¢s_sppl8_B
F_Staphylococcacege
G_Staphyfococcus
S_Streptgcoccus_gqrdonii
S_Schaalip_lingnae
S_Streptacoccus_sg HMT_064
O_Burkhdlderiales
F_Burkho|deriaceasg
S_Lautrogia_mirabilis
G_Lautropia
S_Schaalip_sp__ HM[_180
S_Streptgcoccus_sg HMT_041
S_Streptgcoccus_mpltispecie§_spp29_2
G_Prevotella
S_Schaalip_sp_ HMT_172
F_Prevotdllaceae
S_Streptgcoccus_sgnguinis
S_Prevotglla_melanjnogenica
S_Streptgcoccus_infantis_clade_431
S_Schaalip_odontolytica
S_Rothia_|dentocaripsa

F_Actinomycetaceap

O_Actinomycetales

G_Schaalla
S_Rothia_|mucilaginpsa
G_Rothia
F_Microcqccaceae
O_Micrococcales
S_Neisselfia_sicca
P_ActinoHacteria
C_Actinomycetia
G_Granul|catella
F_Carnobpcteriacege
S_Granulicatella_adiacens

S_Streptgcoccus_sdlivarius

S_Neissetffia_flava
S_Neisse]ia_flavescens
S_Streptgcoccus_sg HMT_423
G_Streptqcoccus
F_Streptococcaceaq
O_Lactobpcillales
C_Bacilli

C_Gammaproteobatteria

-5.43 -4.33 —3.23 -2.13 -1.03 0.07 1.17 2.27 3.37 4.47 5.57
LDA SCORE (log 10)



