Significantly Represented Taxa

I SST C Final PMA+

o
F_En
C_Gam

S_Klebs|
S_H
S_Streptq
F_A

0

S_Scha

S_Ei
S_Veillpnella_mu

F_Porp

S_Porph
S N

wn

| Streptocdccus_mulf
F_Can
C_Epsi
oC

|Enteroba

jella_pneu

terales
terobactefriaceae
Maproteolacteria
P_Proteolyacteria
G_Enter

G_KI

pbacter
Ebsiella
moniae
nterobacter_mori
coccus_sgnguinis
ctinomycg¢taceae
| Actinomy|cetales
chaalia

MT 172

G_{
lia_sp__H

G_E|kenella
enella_cofrodens
Itispecies [spp6_3
hyromonadaceae
5_Porphyrpmonas
yromonas [pasteri
leisseria_elongata
ispecies_gpp29_2
[5_Campylpbacter
hpylobact¢raceae
onproteolacteria

hmpylobag¢terales

b_Sacchar|bacteria_|

—5.62 —4.46 —3.30 -2

b_Streptodoccus_sp |
b_Schaalig
b_Haemoghilus_pitty
b_Schaalig_lingnae
D_Burkholfieriales
b_Streptodoccus_org
b_Lautropij
_Burkholdleriaceae
[5_Lautrop|a
b_Veillonella_tobetsy
b_Streptodoccus_sp |
b_Streptodoccus_inf;
[G_Prevote(la
b_Prevotella_melani
_Prevotellaceae
[ Bactero{dia
P _Bacteroidetes
D_Bactero|dales
5_Neisserip_mucosa
b_Schaaligd_odontoly|
b_Rothia_rmucilaging
b_Veillonella_dispar
b_Rothia_dentocario
b_Veillonella_atypicg
B_Neisserip_sicca
P_Actinob3cteria
C_Actinomlycetia
[G_Rothia

F_Microcogcaceae
D_Microcofcales
[G_Granuligatella
I Carnobacteriaceag
5_Granulidatella_adi
b_Veillonella_parvul3
b_Streptodoccus_sal
b_Neisserip_perflavd
b_Veillonella_rogosa
5_Neisserip_subflavd
b_Neisserip_flava
E_Neisserip_flavescd
b_Veillonefla_multisg

G_Veillone]la

F Veillonellaceae
D_Veillone]lales
_Negativicutes
[5_Streptogoccus
F_Streptodoccaceae
b_Streptodoccus_sp |
C_Bacilli

D_Lactobalcillales
I Neisseripceae
D_Neisserfales
_Betaprofeobacteri
[5_Neisseria

P_Firmicutps

[5_Sacchatibacteria_|

| sp_ HMT[.

la_mirabilig

I SST G Final PMA+

ITM7___ G|
T™M7__ G|

| HMT_064
180

haniae

lis_subsp |
ensis

| HMT_061
ntis_cladg
ogenica

fica

sa

ba

hcens
varius

ns
ecies_spp

| HMT_423

2]

1_ bacter
1

um_HMT_352

| tigurinus| clade_070

431

D5 2

.14 —0.98 0.18
LDA SCORE (log 10)

1.34 250 3.66 4.82



