Significantly Represented Taxa

I SST B_Final_PMA-

G_Veillonella
F_Veillonellaceae
O_Veillonellales
C_Negativicutes
F_Pasteurellaceae
O_Pasteurellales
G_Haemophilus
S_Haemoph{lus_parainfluenzae
S_Veillonella_mdltispecies_spp25_2
O_Fusobacteriales
C_Fusobacteriia
P_Fusobacteria
G_Fusobacterium

H_Fusobacteriaceae

0

 [Veillonella_atypica
S_Fusobacterjum_periodonticum
S_Neisseria_flava
G_Campylobacter
F_Cgmpylobacteraceae
_Campylobacterales

C_Epsilonproteobacteria

wn

_|Veillonella_parvula
S_Camplylobacter_concisus
P_Bacteroidetes
O_Bacteroidales
C_Bacteroidia
G_Porphyromonas
F_Pofphyromonadaceae
S_Porphyromonas_pasteri
S_Fusobagterium_nucleatum
G_Leptotrichia
F_Leptotrichiaceae
S_Leptotr

S A

chia_sp_ HMT_215
pbthia_dentocariosa
S_Aggregatibacter_segnis
S_Veillgnella_tobetsuensis
|_Campylobacter_co
IS_Neisseria_sp__ HM[T_020_nov_94_070

S_Porph

Ncisus_nov_96_963

romonas_catoniae
S_Haemop

S_Geq

hilus_sp_ HMT_036
hella_haemolysans
S_Haemophilus_haemolyticus
S_Streptoco

_leptotrichia_sp_ HM[T_215_nov_96_963

fcus_sp_ HMT_061
S_Fusobactefium_sp_ HMT_204
F_Sacchariba¢teria_ TM7__ F_1_
O_Saccharibaqteria_ TM7___ O_1_
C_Saccharibagteria_ TM7__ C_1_
P_Saccharibacteria_ TM7_

G_Saccharibadqteria_ TM7__ G_1_

pria_ TM7__ G_1_ bpcterium_HMT_352

S_Saccharibact

S_Streptococcus_s
S_Actinomyces_sp|
S_Actinomyces_sp|
S_Schaalia_sp__ HM
G_Actinomyces
S_Schaalia_sp__HM
S_Streptococcus_nj
S_Streptococcus_irn
S_Streptococcus_nj
S_Streptococcus_s
S_Schaalia_odonto
G_Schaalia
F_Actinomycetaceq
O_Actinomycetaleq
P_Actinobacteria
C_Actinomycetia

S_Streptococcus_s

F_Enterobacteriacq
G_Streptococcus
F_Streptococcacea
O_Lactobacillales

C_Bacilli

hnguinis_nov_97_78

O_Enterobacterale$

I SST D _Final_PMA-

b
HMT 169
HMT 175
T 180

T 172
ultispecies_spp29_1
fantis_clade_431
itis

hnguinis

ytica

hlivarius

b

o

LDA SCORE (log 10)

N



