
F
28

91
4.

S
56

6
F

28
91

4.
S

56
3

F
28

91
4.

S
40

8
F

28
91

4.
S

56
1

F
28

91
4.

S
40

6
F

28
91

4.
S

40
3

F
28

91
4.

S
40

5
F

28
91

4.
S

39
5

F
28

91
4.

S
39

4
F

28
91

4.
S

55
6

F
28

91
4.

S
39

8
F

28
91

4.
S

40
0

F
28

91
4.

S
55

3
F

28
91

4.
S

55
7

F
28

91
4.

S
55

8
F

28
91

4.
S

56
8

F
28

91
4.

S
08

5
F

28
91

4.
S

08
2

F
28

91
4.

S
08

6
F

28
91

4.
S

08
4

F
28

91
4.

S
07

5
F

28
91

4.
S

24
8

F
28

91
4.

S
24

3
F

28
91

4.
S

07
3

F
28

91
4.

S
23

3
F

28
91

4.
S

23
9

F
28

91
4.

S
07

7
F

28
91

4.
S

24
0

F
28

91
4.

S
23

7
F

28
91

4.
S

24
4

F
28

91
4.

S
07

8
F

28
91

4.
S

08
0

Gammaproteobacteria

Actinomycetia

Alphaproteobacteria

Cytophagia

Flavobacteriia

Absconditabacteria_(SR1)_[C−1]

Coriobacteriia

Saccharibacteria_(TM7)_[C−1]

Erysipelotrichia

Clostridia

Bacteroidia

Epsilonproteobacteria

Fusobacteriia

Betaproteobacteria

Negativicutes

Bacilli

Samples

C
la

ss

0 20 40 60 80

Value
Group006

B Final −PMA
A Final −PMA


