20

40
Value

60

80

F28914.5610
F28914.5612
F28914.5465
F28914.5471
F28914.5469
F28914.5470
F28914.5440
F28914.5433
F28914.5436
F28914.5438
F28914.S596
F28914.S595
F28914.S307
F28914.S312
F28914.S308
F28914.S306
F28914.5146
F28914.5277
F28914.5280
F28914.5150
F28914.5118
F28914.5149
F28914.S309
F28914.5115
F28914.5113
F28914.5274
F28914.5120
F28914.5278

e

Samples

Group006
@D ) Final -PMA
@D F Final -PMA

Veillonellales

Pasteurellales

Lactobacillales

Neisseriales

Fusobacteriales

Actinomycetales

Bacillales

Eubacteriales

Saccharibacteria_(TM7)_[O-1]

Coriobacteriales

Flavobacteriales

Propionibacteriales

Hyphomicrobiales

Cytophagales

Sphingomonadales

Corynebacteriales

Absconditabacteria_(SR1)_[O-1]

Burkholderiales

Erysipelotrichales

Pseudomonadales

Micrococcales

Bacteroidales

Campylobacterales

Enterobacterales

Order



