Significantly Represented Taxa

Il Baseline [ Final A +PMA

C_Gammaproteg@bacteria
S_Haemophijus_parainfluenzae
G_Haemophilus
F_Pasteufellaceae
O_Pastdurellales
S_Veillpnella_multispecies [spp25_2
O_Enterobacterales
F_Hnterobacteriaceae
G_Vgillonella
F_Veillorlellaceae
O_Veillpnellales
C_Neggtivicutes
G_HKlebsiella

S Klebsiella_pneumoniae
S_[veillonellg parvula
S_Haempphilus_piftmaniae
G_Entgrobacter
S_Pggregatibacter_aphrophilus
S| Enterobafter_cancgrogenus

S |Enterobadg

—-5.52 -4.41 -3.30 —2.19 —-1.08 0.03

C_Absconditabacteria_ SR1_| |
O_Absco
S_Abscorditabactefia_ SR1_| G_1_ bagterium_HMT_875
P_Absconditabactefia_ SR1_
F_Abscor|ditabactefia_ SR1_|
G_Absconditabactgria_ SR1_|
S_Granuljcatella_elegans
S_Prevotella_pallens
S_Schaalja_sp__ HMT_180
S_Schaalja_sp_ HMT_172
G_Oribadterium

S_Prevoteglla_shabhii
S_Streptgcoccus_sp_ HMT_064
S_Prevotella_salivae
G_Actinomyces
S_Alloprgvotella_sg_HMT_308
S_Alloprgvotella_sg_HMT_473_nov_97[347
S_Schaalla_lingnae
S_Catonglla_morbi

G_Catongl

G_Stomatobaculun
S_Stomatobaculuni_sp_ HMT| 097
S_Haemqdphilus_hapmolyticus$_nov_97_p47
S_Streptgcoccus_sp_HMT_066
S_Streptgcoccus_infantis_clagle_431
S_Streptgcoccus_multispeciep_spp29_2
G_Sacch
S_Sacchgribacteria|
S_Aggredatibacter[sp_ HMT 458

S_Streptgcoccus_cristatus_clade_578

F_Sacchgribacterial TM7__H 1_

O_Saccharibacterig_ TM7__ @_1_
C_Sacchgribacterigg TM7__ ¢_1_
P_Sacchdribacteria| TM7_

S_Porphyromonas_fatoniae
F_Burkhdlderiaceag
O_Burkh
S_Lautropia_mirabilis

G_Lautrop

S_Haemgphilus_hagmolyticu
S_Streptgcoccus_a
O_Erysipelotrichalds
F_Erysipglotrichacqae
S_Solobalcterium_npoorei
G_Solobgcterium
C_Erysipglotrichia
S_Neissefia_sp_ HYIT_020_nqv_94 070
S_Streptgcoccus_nitis
S_Rothia]dentocariosa
S_Alloprgvotella_sg_HMT_473
S_Prevoteglla_nancgiensis
F_Lachndspiraceae]
C_Clostrig
O_Eubacferiales
S_Streptgcoccus_pgrasangui
S_Haemdphilus_sp| HMT 036
S_Neissefia_sicca
S_Gemella_morbill
S_Streptgcoccus_gprdonii
G_Alloprgvotella
S_Gemella_haemollysans
S_Leptotyichia_sp_|HMT_215
G_Leptotfichia
F_Leptotfichiaceae
S_Streptgcoccus_ofalis
S_Neissefia_subflaya
S_Prevotglla_melarjinogenica
S_Veillonglla_dispaf
S_Veillonplla_tobetsuensis
S_Veillonglla_multigpecies_sgp6_3
S_Gemella_sanguirjis
S_Aggredatibacter |segnis
S_Rothia| mucilagirfosa
G_Prevotglla
S_Haemqdphilus_spyitorum
S_Campyllobacter_goncisus_rjov_96_968
G_Rothia
F_Microcpccaceae
O_Microdoccales
S_Streptgcoccus_nultispeciep_spp53_2
F_Prevot¢llaceae
F_Gemellaceae
G_Gemella
O_Bacillagles
C_Actinomycetia
P_Actinolacteria
S_Neissefia_mucosp
S_Campyllobacter_g¢oncisus
S_Neissefia_elongata
S_Veillonglla_atypi¢a
G_Campylobacter
F_Campyjlobacterageae
O_Campylobacterajes
C_Epsilo
S_Porphyfromonas_pasteri
G_Porphyromonas
F_Porphyfomonadaceae
S_Neissefia_perflaya
S_Veillonglla_rogospe
O_Bacterpidales
C_Bacterpidia
P_Bacterpidetes
S_Neissefia_flavesgens
S_Neissefia_flava
F_Neissefiaceae
O_Neisserriales
C_Betaprpteobactefria

G_Neisserr

C1_

ditabactdria_ SR1_| O_1_

F1_
| G_1_

a

S_Streptgcoccus_ofalis_subsp__dentisapi_clade_(58

ribacterig_TM7__ (_1

| TM7__G_1_ bactgrium_HMT_352

Ideriales

a

S_Streptgcoccus_ofalis_subsp__tigurinys_clade_0[71

stralis

a

is_clade_#111

rum

proteobagteria

a

1.14 225 336 4.47 5.58

LDA SCORE (log 10)



