B Baseline Sl ieAAfly fapresented Taxa

O_Enterobacterales

F_Enterobactefiaceae
C_Gammaproteobpcteria
G_Kigbsiella
S_Klebsiglla_pneumoniae
P_Proteobpcteria

G_Citrg

G_Enterq

bacter
bacter
S_ditrobacter] koseri
S_Hnterobactpr_cancerpgenus
S_KleRsiella_aer:

G_Ra

genes
ultella

S_Raopltella_planticola
S_Enterpbacter_agburiae
G_Salnmponella
S_Sal

SE

monella_epterica
hterobactgr_mori

S_Enteyobacter_mnori_nov_$97_951

$_Neisserig_sicca

S_Raoulfella_multispecies_spp35_2
9 Enterobacter_hormaechei
bflava

pl8_3

S_Neisseria_s

S_Staphyloco¢cus_multispecies_s
€

F St

_Staphylojcoccus
raceae
_Burkholderiales
F C laceae
_|Delftia
S| Delftia_lgcustris

1T 169

_Actinomyd

—-5.55 —4.39 -3.23 -2.07 -0.91 0.25

q

_Lachnoanaerobacy
_Lachnoahaerobacy
|_Abscond|tabacterig
_Abscond|tabacterig
_Abscondjitabacteri
_Absconditabacteri
_Abscond

_Abscond

tabacteria
tabacteri
_Schaalia]sp_ HMT|
_Prevotellp_pallens
_Schaalia[sp_ HMT |
_Granulicatella_eled
_Fusobacferium_sp |
_Streptocpccus_infd
_Prevotellp_shahii
_Prevotellp_salivae
_Oribactgrium
_Schaalia] lingnae
_Streptocpccus_sp_|
_Alloprevtella_sp_ |
_Alloprevtella_sp_ |
_Fusobacferium_hw|
_Lautropip
_Lautropig_mirabilig
| Burkholderiaceae
_Catonellp
_Catonellq_morbi
_Streptocpccus_ora
_Stomatopaculum_{
_Stomatopaculum
_Haemophilus_haer]
_Streptocpccus_sp_|
_Streptocpccus_cris
_Saccharipacteria_|
_Saccharibacteria_|
_Porphyrdmonas_ca
_Streptoc
_Saccharibacteria_|
|_Saccharipacteria__|
_Saccharipacteria_ |
Saccharipacteria_ |
_Streptocpccus_ora
_Solobacterium_mo|
|_Erysipeldtrichacea
_Solobacflerium
_Erysipelgtrichia
_Erysipelgtrichales
_Haemophilus_haer]
_Streptocpccus_mit
Neisserig_sp_ HMT]
_Prevotellp_nanceie]
_Aggregafibacter_s
_Haemophilus_pittn
_Alloprev¢tella_sp_ |
_Clostridig
_Eubactefiales
|_Lachnospiraceae
_Streptocpccus_par
_Streptocpccus_san
_Fusobacfierium_nu
_Campylobacter_sh
_Streptocpccus_gor
_Gemella]morbillor
_Haemophilus_sp__|
_Schaalial
_Granulicgtella_adig
_Leptotrighia_sp__ H
_Aggregafibacter_s
|_Leptotrichiaceae
_Leptotrighia
| Actinomycetaceae
_Actinomycetales
_Granulicptella

| _Carnobagteriaceae]
Streptocpccus_ora
_Alloprevptella
_Veillonella_tobetsu
_Eikenelld
_Eikenellg_corroden|
_Rothia_npucilagino
_Gemella]sanguinis]
_Microcogcales
_Rothia
| _Micrococcaceae
_Aggregatibacter_a
_Streptocpccus_mu
_Haemophilus_sput
_Actinomycetia
_Veillonella_multisp
_Bacillalep
_Campylobacter_co
_Veillonella_dispar
_Actinobalcteria
_Prevotella_melanin
_Gemella
|_Gemellageae
_Prevotella
_Aggregafibacter_sq
_Neisserig_elongatd
|_Prevotellpceae
_Neisserig_mucosa
_Aggregatibacter
Veillonella_parvula
_Campylobacter_co
_Fusobacterium_pe
_Veillonella_atypica
_Fusobacferium
|_Fusobacteriaceae
_Porphyrgmonas_p4d
_Porphyrgmonas
|_Porphyromonadacq
_Fusobacteriales
_Fusobacteriia
_Fusobacteria
_Neisserig_perflava
|_Campylopacterace)
_Epsilonpfoteobactd
_Campylgbacter
_Campylgbacterale
_Veillonella_rogosag
_Bacteroifales
_Bacteroiglia
_Bacteroigletes
_Neisserig_flava
_Neisserig_flavesce
_Veillonella_multisp
_Firmicutgs
_Neisserig
_Betaproteobacteri
|_Neisserigceae
_Neisserigles
_Veillonella
| Veillonellaceae
_Veilloneljales
_Negativifutes
_Haemophilus_para
_Haemophilus
|_Pasteure|laceae

_Pasteurdllales

pccus_ausfralis

_Gemella]haemolydans

lum
lum_gingipalis
SR1__H
_ SR1_

h_ SR1__ |
h_ SR1_ |
_SR1__
__SR1__
172

G 1
D 1_
b 1_bact

[ 1

erium_HMT_875

180
ans
| HMT 204

ntis_cladg 431

|HMT 064
HMT 308
HMT 473

nov_97_3p7

Bsookii

is_subsp_|[dentisani

p_ HMT (97

|clade_058

holyticus_nov_97_94
|HMT_066
fatus_clade_578
G_

TM7__ G |

TM7__ G_|L_ bacteri

L

Lm_HMT 352

toniae

(0)
F 1

TM7__ O]

™7 |
cl

TM7__
T™M7_
is_subsp_[tigurinus |clade_071

brei

h

holyticus
s

| 020_nov[94_070
nsis
 HMT_4]
aniae

HMT 473

psanguiniq_clade_411
buinis
leatum
pwae
ponii

hm

HMT 036

cens
MT 215
__HMT 5]

is

ensis

Q

bhrophilus]

tispecies_ppp53_2

brum

pcies_spp6_

hcisus_noy_96 963

ogenica

bgnis

hcisus

iodonticu

steri

pe

ia

=

b

ns

pcies_spp

nfluenzag

1.41

LDA SCORE (log 10)

2.57

3.73 4.89



