mm Final 6 +rudNIfiggREY Rerresgated Taxa

P_HRirmicutes
C_Bacilli
O_Lactqgbacillales
G_Streptococcus
f_Streptodoccaceae
F_Neisgeriaceae
O_Ngisseriales
C |Betaproteobacteria
G |Neisseria
S_Stregtococcus_|salivarius
S| Streptocgccus_sp_ [HMT_423
G_VYeillonella
F_Veillopellaceae
O_Veillonellales
C_Negptivicutes
S_Neisseria_flavescens
S_Streptofoccus_multispecieq spp53_2
G_Granulicatella
F| Carnobadteriaceae
S_Granulicatellaladiacens
S_Veillonella_multispecieq spp25_2
P_Actinobacteria
S_Strgptococcug_gordonii
C_Actirjomycetia
O_Fusobhcteriales
C_Fuse¢bacteriia
P_Fugqobacteria

9 Veillonellp_atypica
G_Fusolpacterium
F _Fusobadteriaceae
9 Neisserid_perflava
S_Kusobactefium_perigdonticum
S_$treptocodcus_parasianguinis_¢lade_411
H Actinomycetaceae
O_Actinomycetales
@ Schaalia
S_Sdhaalia_odpntolytica
S_Streptococcud australis
S|Veillonellg_rogosae
G_Aggregatibacter
S_Stregtococcus Jsanguinis
S_Ytreptococfus_oralis
G_Rothia
F_Microdoccaceae
O_Micrpcoccales

G|Eikenella

S_Fikenella_gorrodens

%)

| Aggregatjbacter_aghrophilus

O_|Bacillales

S_Neisspria_flava

F_Gerpellaceae

g_Gemella

S_Rothia_mugilaginosa
S| Gemella_sanguinis
S| Veillonellp_parvula

S| Streptocgccus_sp_[HMT_066

P_Bacferoidetes

O_Bacteroidales

C_Bgcteroidia

S_Streptococcud infantis_g¢lade_431

S |Streptocofcus_oralig_subsp__figurinus_¢lade_070
F_Cpmpylobagteraceae
O [Campylohacterales
G_Camgpylobacter
C_Egsilonproteobacteria
S| Neisseria subflava
S_ptreptocoqcus_mitis
F_Prevqtellaceae
S| Streptocgccus_sp_[HMT_064
S_Campylobacten concisus
S_Btreptocogcus_orali§_subsp__dentisani_¢lade_058
F_Leptotifichiaceae
G_Prevotella
S_Prevotglla_melanjnogenica
G_Leptotrichia
S_Veillonefla_dispar
S_Strepftococcus_fristatus_¢lade_578
S_Rothia_derjtocariosa
S_Fusobgcterium_rjucleatum
S_Haenpophilus_pfttmaniae

S_Leptotfichia_sp_[HMT_215

S_Ggmella_ma@rbillorum
S_Veillpnella_tobetsuensis
S_Porphyromonas_pasteri
G_Porphyromonas
F_Pdrphyromohadaceae
S_Aggfegatibacter_segnis
S _ScHaalia_sp_|HMT_180
G_Actinomyces
$_ Neisserig_mucosa
S_Schaalip_lingnae
S[Neisseria] elongata
S_|Streptocofcus_oralis_subsp__figurinus_¢lade_071
O_Eubpcteriales
F_Lachnoppiraceae
C |Clostridia
IS_Actinonpyces_sp_ |HMT_175
S_Streptofoccus_mbiltispecieq spp29_2

S_Haemophilus_putorum

S| Streptocgccus_sp_[HMT_057
S_Streptococcps_downii
S_Stomatobadulum_sp_[HMT_097
S_Gemella_hagmolysans
IG_Stomatpbaculum
S_Streptofoccus_chjposunense
G_Alloprevotella
9_Alloprevétella_sp_|HMT_473
S_Aggregatibpcter_sp_|HMT_513
G_Solobacterium
S_Solobacteriupn_moorei
D_Erysipelptrichales

C_Erysigelotrichia

-n

_Erysipelotfichaceae
b_Campylgbacter_cqncisus_noyv_96_963

S_Canpylobactdr_showae

S| Streptocgccus_sp_[HMT_061
S_Grgnulicatella_elegans
IS_Actinomyces_sp_|HMT_169

S |Fusobactgrium_sp_[HMT_204
O_Saccharibafteria_TM7___ O 1_
P_Sacqharibactefia_ TM7_
C_Yaccharibafcteria_ TM7__ C_ 1_
F_Saccharibgcteria_ TM7__ F 1_
b_Streptoqoccus_samguinis_nojv_97_782
S_Fusobpcterium_hwasookii
5_Haemophilus_haemolyticus
G_Saccharibacteria_ TM7___ G_1_
S_Saccharibacteria_TM7__ G_1_ Racterium [HMT_352
G_Langefieldella
C_Coripbacteriia
S_Lancefieldellp_parvula

F_Atogobiaceae

O_Coriobpcteriales
S_Haempphilus_sg_ HMT_036
S_Aggrepatibacter sp_ HMT| 458

S_Acinefobacter_jphnsonii

O_BurkHolderiales

S_Cutibacterium_gcnes

O_Propignibacterigles
G_Cutibacterium
F_Propidnibacterigceae
F_Moraxellaceae
G_Acinefobacter
S_Veillomella_mult|species_spp6_3
F_Sphingomonaddceae
S_Novogphingobidm_clariflayum
S_Schadlia_sp_ HMT 172
O_Sphingomonadales

G_Novogphingobiym

S_Phyllobacterium_myrsinagearum
F_Phyllopacteriacqae

G_Phyllgbacteriuni

O_Hyphpmicrobiales
C_Alphaproteobacferia

O_Pseudomonadales
S_Klebsiella_pneumoniae
G_Klebslella
P_Proteqbacteria
F_Entergbacteriacpae
O_Enterpbacteralgs

C_Gammaproteobpcteria

-5.92 —4.75 —3.58 —2.41 —1.24 —0.07 1.10 2.27 3.44 461 5.78
LDA SCORE (log 10)



