Significantly Represented Taxa

I Baseline_ P1_+PMA

Il Baseline_P2_+PMA

S |Haemophjlus_parainfluenzae
G_Hagmophilus
F_Pasteurellaceae
O_Pastg¢urellales
C_Gammaprotepbacteria
S_[Veillonellg_rogosae
S| Veillonellg_atypica
b_Veillonella_dispar
O_Fusobacteriales
C_Fusgbacteriia
P_Fuspbacteria
G_Fusohacterium
F_Fusobacferiaceae
S_Husobacterium_periodonticum
S_Vejllonella_npultispecies_spp6_3
S_Neisserja_sp_ HMT_020_noy_94_070
G_Streptococcus
ff_Streptocpccaceae
S_Porphlyromonas) catoniae
S_Fusobafcterium_nucleatum
S_Roothia_mugilaginosa
S_SStreptocogcus_oralig_subsp__fligurinus_dlade_071
F_Morakellaceae
g _Pseudonfonadales
G_Acingtobacter
S_Acingtobacter Jjohnsonii
9 Prevotellp_pallens
S_Gemella_sanguinis
G_Gemella
F_Gemellaceae
O_Bacillales
S_Prevotella_aurarjtiaca
S_Alloprevotella_sp_ HMT_473_nov_97] 347
S_Haemgphilus_hgemolyticus_nov_97947
S_Allopr¢votella_sp_ HMT_473
S_Campylobacter_showae
G_Alloprevotella
G_Lautrgpia
F_Burkh¢lderiaceap
O_Burkhplderiales
S_Lautrdgpia_mirabijlis
S_Haemgphilus_piftmaniae
S_Neissgria_subflaya
S_Aggregatibacter] aphrophilus
G_Salmdnella
S_Salmopella_entgrica
S_Aggregatibacter| segnis
G_Aggrepatibacter
S_Neissgria_mucoga
G_Citrobacter
S_Citrobpcter_kosgri
S_Neissgria_flavesgens
S_Neissgria_flava
F_Neissqriaceae
O_Neiss¢riales
G_Neissgria
C_Betapfoteobactgria
-5.28 —4.23 -3.18 —-2.13 -1.08 -0.03 1.02 2.07 3.12 4.17 5.22

LDA SCORE (log 10)



