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F_Epterobactgriaceae
O| Enterobafterales
C_Gammaproteopacteria
P_Proteopacteria

G_K|ebsiella
S_Klebgiella_pneymoniae
S_$taphylocgccus_mulfispecies_$ppl8_3

F_Skaphylocofcaceae

[G_Staphylpcoccus

S_Schaalifi_odontolytica
S_Haemophilus_sp_[ HMT_036|
S_Allopreyotella_sp| HMT_47
G_Alloprepotella
G_Schaalip

O_Actinorhycetales
F_Actinonpycetacea¢
S_Veillonglla_tobetspensis
S_Streptofoccus_oralis_subsp| tigurinug_clade_070
S_Fusobagterium_sp_ HMT_2Q4
C_Actinomycetia
P_Actinobpcteria
S_Campylobacter_cpncisus_n¢v_96 963
S_Streptofoccus_gordonii
S_Neisserja_elongata
S_Aggreggtibacter_sp_ HMT_458
S_Neisserja_sicca
S_Streptofoccus_sahguinis

S_Fusobagterium_hyasookii
S_Neisserja_mucosg
S_Campylobacter_showae
S_Granulifatella_ad|acens
G_Granulicatella
F_Carnobacteriaceag
S_Veillonglla_multispecies_spp6_3
S_Aggreggtibacter_s$p_ HMT_$13

S_Porphytomonas_gasteri
G_Porphyfomonas

F_Porphyromonadadeae

S_Veillonglla_dispar

S_Prevotella_melaninogenica

G_Prevotdlla
S_Streptofoccus_salivarius
F_Prevote]laceae
S_Aggreggtibacter_segnis
S_Fusobagterium_n{icleatum
G_Eikenella
S_Eikenella_corrodens
S_Campylobacter_cpncisus
C_Bacterdidia
P_Bactergidetes
O_Bactergidales
(O_Campy|obacteralgs
C_Epsilonproteobacgeria
F_Campylpbacteracgae
G_Campy|obacter
S_Veillonglla_rogosge
S_Veillonglla_atypicg
S_Aggreggtibacter_aphrophily

[

S_Haemophilus_pittmaniae
S_Streptofoccus_sp| HMT_42B
S_Neisserja_perflava
S_Neisserja_subflavp
S_Neisserja_flavescens
G_Streptococcus
F_Streptofoccaceasd
C_Bacilli
S_Fusobagterium_p¢riodonticym
G_Aggregptibacter
O_Lactobacillales
P_Fusobagteria
C_Fusobagteriia
O_Fusobafteriales
F_Fusobadteriaceae
G_Fusobafterium

S_Neisserja_flava

S_Veillonglla_parvulp
G_Neissetlia
C_Betaprgteobacteria
F_Neisser|aceae
O_Neissefliales
S_Haemophilus_parpinfluenzge
G_Haemophilus
F_Pasteurgllaceae
O_Pasteurellales
S_Veillonglla_multispecies_spp25_2

G_Veillongl

a
F_Veillongllaceae
O_Veillongllales
C_Negati(icutes

P_Firmicutes

-5.69 —4.53 —3.37 —2.21 —-1.05 0.11 1.27 2.43 3.59 4.75 5.91
LDA SCORE (log 10)



