Significantly Represented Taxa

I C_Final_+PMA I G_Final_+PMA

G_Klebsiella
S_Klebsiella_pneyimoniae
P_Protegbacteria
S_Raoultella_multispecies_ppp35_2
S_EnteroRQacter_hormaechei
S_Schdalia_sp_ HMT_172
G_pchaalia
®_Actinomlycetales
F_Actinomydetaceae
S_Porphyromonag_pasteri
F_Porphyromonpdaceae
G_Porphyfomonas

9 Streptocpccus_multispecies_spp29_2

b_Fusobadterium_nycleatum

S_Streptococcus_orplis_subsp| tigurinug_clade_070
S_Streptococcus_sp  HMT_06[1
S_Streptococcus_infantis_clade_431
S_Prevotglla_melan|nogenica
F_Prevotqgllaceae
G_Prevotglla
| HMT o6l

C_Bactergidia
S_Schaalip_odontolytica
P_Bacterqgidetes

O_Bacterpidales

S_Veillonglla_dispar]
S_Rothia_jdentocaripsa
C_Actinomycetia
P_Actinobacteria
G_Rothia

F_Microcdccaceae

O_Microcgccales
G_Streptdcoccus
F_Streptofoccaceaq
C_Bacilli
S_Streptococcus_sp  HMT_423
O_Lactobsgcillales

P_Firmicutes

—5.228-4.168-3.108-2.048-0.988 0.072 1.132 2.192 3.252 4.312
LDA SCORE (log 10)



