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C_Bacilli
O_Lactopacillales
P_Hirmicutes
G_Streptococcus

f_Streptocpccaceae

wn

| Streptocqccus_sp_ HMT_423
S| Veillonellp_atypica
S_Strepftococcus_palivarius
O_Fusobacteriales
C_Fusgbacteriia
P_Fuspbacteria
G_Fusohacterium
F_Fusobacferiaceae
S_Streptogoccus_mdltispecies| spp53_2
S_Husobacterium_periodonticum
S_Strepftococcus_panguinis
S_Streptococcug gordonii
G_Grarjulicatella
F[Carnobacteriaceae
S_Grarnulicatella |adiacens
G [Eikenella
S_kikenella_g¢orrodens
S_Ytreptococfus_paraspnguinis_dlade_411
P_Actinpbacteria
C_Actinomycetia
F| Actinomy|cetaceae
O_Actinomycetales
F_Leptotr|chiaceae
G_Leptotrichia
S_Leptotifichia_sp_ [HMT_215
G| Schaalia
S_Schaalia_odg¢ntolytica
S_Streptococgus_oralis
S_Streptococcus| australis
O_Bacillales
G| Gemella
F_Gemellaceae
O_Eubagcteriales
C_[Clostridia

F_Lachnogpiraceae

wn

| Streptocqccus_sp_ [HMT_066
S|Gemella_panguinis
S_Veillpnella_tobptsuensis
G_Rothia
F_Microcpccaceae
O_Micrpcoccales
S_Strepfococcus_¢ristatus_dlade_578
S_Campylobactel_showae
S_Rothia_mugilaginosa
S_Streptocog¢cus_oralig_subsp__fligurinus_dlade_070
G_Act[nomyces
b_Actinomyces_sp_ [HMT_175
G_[Catonella
S_Catonglla_morbi
S_Haemophilps_haemolyticus_noy_97_947
S_Fusobgcterium_hwasookii
S_Streptocodcus_oraliq subsp__dentisani_dlade_058
S_Streptococcus|infantis_dlade_431
S_Rothia_dentocariosa
G_Stomatpbaculum
S_Stpmatobacplum_sp_ [HMT_097
S_Actingmyces_grpevenitzii
S_Schialia_sp_ [HMT_172
S_Schaalip_lingnae
S_Gefnella_haemolysans
b_Actinonlyces_sp_HMT_169
S_Schialia_sp_ [HMT_180
S_Gemella_mdrbillorum
C_Erysipelotrichia
S_Solpbacteriufn_moorei
S_$treptocodcus_mitis
F_Erysipelotfichaceae
G_Solohacterium
@_Erysipelotrichales
b_Streptodoccus_sarjguinis_noy_97_782

S_Haemophilus_gputorum

wn

| Streptocqccus_sp_ [HMT_064
S_|Oribacterium_sinus
G_Spccharibagteria_ TM7___ G_6_
S_Saccharibactleria_ TM7| _G_6__Hacterium_HMT_870
$_Campyldbacter_concisus_noy_96_963
S|Streptocqccus_sp_ [HMT_057
S_Streptogoccus_multispecies| spp29_2
G_Ladhnoanaer¢baculum
S_Lachnoanaerdbaculum_pingivalis
S_leptotrichfja_sp_ HMT_215_noy_96_963
S_Stfreptococclis_downii
S_Streptocogcus_oralig_subsp__fligurinus_dlade_071
S_Grgnulicatellg_elegans
S|Streptocdccus_sp_ HMT_061
C_Corigbacteriia
S_Lancefieldellg_parvula
F_Atodobiaceae
G_Landefieldella
O_Coriobacteriales
S| Staphylogoccus_muitispecies| spp18_3

G_Orikgacterium

-n

|Staphylocpccaceae
G_Staphylococcus
S_Oribacferium_multispecies| spp10_2
F_Yaccharibalcteria_ TM7__ F_1_
O_Spcchariba¢teria_ TM7___ O 1_
C_Spccharibafteria_ TM7__ C 1_
P_Sacdharibactefia_ TM7_
G_Spccharibagteria_ TM7___ G_1_

S_Saccharibactleria_ TM7| _G_1_ Hacterium_HMT_352

S_Aggregatibacter] sp_ HMT[458
S_Veillorella_multispecies_spp6_3
S_Aggrefpatibacter] sp_ HMT[513

S_Veillorella_dispdr

S_Aggrefgatibacter] segnis
S_Haempphilus_pittmaniae
S_Klebsiplla_pneumoniae
S_Veillonjella_parvila
G_Aggregatibactef
G_Klebsiella

S_Neissgria_flava

F_Enterdbacteriac¢ae

O_Entergbacterales
S_Haempphilus_pgrainfluengae
G_Haempphilus
F_Pastedrellaceae
O_Pasteqrrellales
C_Gamnpaproteobacteria

P_Protedbacteria

-5.64 —4.52 —3.40 —2.28 —1.16 —0.04 1.08 2.20 3.32 4.44 5.56
LDA SCORE (log 10)



