I Baseline

S_Streptococfus_oralis

S_Streptococ

| Streptocq

S_ptreptoco

3_Streptocpccus_mu

S_ptreptoco

S_Streptococdus_parasanguinis_clpde_411

|subsp__tipurinus_clade_070

S_Pptreptoco

us_oralis |subsp__d4

S_Pptreptoco

CCUS_san

Significantly Represented Taxa

B Final_E_-PMA

O_Lactobhacillales
C_Bacilli

G_Strepfococcus

-n

| Streptocdccaceae
P_Fifmicutes
cus_sp_ HIMT_423
S_Streptococcps_oralis
tispecies |spp53_2
hdiacens

S_Granglicatella_

G_Granllicatella
F_farnobactgriaceae
cus_sp__HIMT_064
S_R¢thia_dentocariosa

C_Actingmycetia

P_Actindbacteria

S_Streptpcoccus_sanguinis

F_Actinomydetaceae
D_Actinomycetales
G_|Schaalia
S_S

S_Streptococcus_pustralis

reptococqus_mitis
S_Sclaalia_odoptolytica
cus_sp_ HIMT_066
ntisani_clade_058
S_Schgalia_sp_ HMT_180
cus_sp_ HIMT_057

S_Schqalia_sp_ RMT_172

huinis_no\ 97_782

-5.75 —4.59 —3.43 —2.27 —1.11 0.05
LDA SCORE (log 10)

S_Prevotd
O_Abscor
F_Abscon(ditabacte
S_Absconditabacte
P_Abscor(ditabacte
C_Abscor]
G_Abscor
S_Prevotd
S_Prevotg
S_Prevotd
S_Alloprejvotella_sp| HMT_30
S_Alloprejotella_sp| HMT_47|
S_Haemagphilus_ha
S_Fusobajcterium_nucleatum
G_Lautropia
F_Burkhol
O_Burkhd
S_Lautro
G_Sacchd
S_Sacchgribacteria
P_Sacchdribacteria
0O_Sacchg
F_Sacchafribacteria]
C_Sacchg
S_Haemdphilus_ha
S_Porphy|
S_Aggredatibacter sp_ HMT |
S_Aggredatibacter |sp_ HMT |
S_Prevotg
S_Neisse
S_Alloprejvotella_sp| HMT_47|
S_Campylobacter_ghowae
G_Klebsiglla
S_Haemaphilus_sp| HMT_03¢
S_Neisse
S_Veillon
S_Klebsiglla_pneun
S_Entero
G_Alloprgvotella
S_Rothia]
G_Enteropacter
S_Veillon
S_Veillon
S_Campylobacter_doncisus_n|
S_Haemdphilus_sp
S_Prevotg
S_Veillon
S_Aggredatibacter |segnis
S_Neisse
G_Prevot
G_Aggred
F_Prevotd
S_Neisse
S _Neisse
S_Campylobacter_doncisus
S_Neisse
S_Porphyfomonas_|
G_Porphyromonas
F_Porphyfomonadafeae
G_Campy
F_Campy
O_Campy
C_Epsilon
O_Bacterpidales
C_Bacterpidia
P_Bacter
S_Veillon
S_Neisse
C_Gamm
S_Haemagphilus_pa
S_Neisse
G_Veillonglla
F_Veillon
O_Veillongllales
C_Negati
G_Haemd
F_Pasteu
O_Pasteurellales
F_Neisse
O_Neissefiales
C_Betaprpteobactef
G_Neissefi

P_Proteof

Ila_jejuni

ia_ SR1_|
ia_ SR1_
ditabactefia_ SR1_|

lla_pallenk
Ila_shahii

lla_salivag

pmolyticug

deriaceaq
Ideriales

is
| TM7__(
| TM7_ (
| TM7_
| TM7__(
| TM7__F

ia_mirabi

ribacteria

ribacterial

ribacteria
pmolyticug

omonas_¢atoniae

ensis

T_020_nd

lla_nance|

ia_sp__ HN

ia_sicca
plla_tobetguensis
oniae

bacter_can

mucilaginjosa

plla_dispa

plla_multidpecies_sp|

torum
lla_melanfinogenica

ella_parvula

ia_subflaya
Blla
atibacter
llaceae
ia_mucosp

ia_elongafa

ia_perflavla

basteri

lobacter
obacteradeae
lobacterales

proteobadteria

idetes
tlla_rogosgpe
ia_flavesdens
hproteobalcteria
ainfluenz

ia_flava
bllaceae
icutes
philus

ellaceae

iaceae

a

a

acteria

ditabactefia_ SR1_|
ia_ SR1_||

ditabactefia_ SR1_|

| TM7__Q_

cerogenup

01
F 1
| G_1_ba

1 C 1.
G.1_

B
B_nov_97]

_nov_97_

b1
1 bactd

b13
n58

v 94 070
g]

p6_3
ov_96_96

D47

1.21

terium_H

347

rium_HMT]

MT 875

352

2.37 3.53 4.69 5.85



