Significantly Represented Taxa

I Baseline M Final_G_-PMA

F_Ephterobactg¢riaceae

o

| Enterobalcterales
C_Bacilli
O_Lactobpcillales
G_Streptpcoccus
F |Streptocofcaceae
G_Citfobacter
S_[Citrobactdr_koseri
G_K|ebsiella
G_Entefobacter
S_Streptpcoccus_salivarius
S_Klebgiella_pneymoniae

S_$treptocodcus_sp_ HMT_423

wn

| Streptocgccus_multispecies_gpp53_2
G_Granylicatella
F_Garnobact¢riaceae
S_Granylicatella_gdiacens
S_[Enterobadter_cancefogenus
G_Raoultella
S_Sgimonella_gnterica
G_Salmonella
S_Klgbsiella_aeyogenes
S_Streptococcus_pordonii
S_Enterobacter_asburiae
S_Rapultella_planticola
S_Stfeptococcyis_parasapguinis_clade_411
P_Actinopacteria
C_Actinomycetia
S_Raolltella_multispecies_$pp35_2
F_Actinomycetaceae
Q_Actinomycetales
G_bchaalia
S_Streptpcoccus_s@nguinis
S_Schpalia_odontolytica
S_Enterobacter{mori_nov|97_951
S_Strepfococcus_australis
S_Enterobacter_mori
S_Stfeptococcys_oralis
S_$treptocodcus_sp_ HMT_066
S_Streptococqus_oralis |subsp__tigurinus_clade_070
S_Strepfococcus_infantis_clgde_431
IS_Enteroblacter_hormaechei
F_Staphylocofcaceae
IG_Staphylococcus
S_$taphylocgccus_mulfispecies_$ppl8_3
S_Aggregatibacter_aphfrophilus
S_$treptocodcus_sp_ HMT_064
S_Streptgcoccus_clistatus_clade_578
S_Streptococqus_oralis_pubsp__dgntisani_clade_058
S_Schaplia_sp_ HMT_172
S_Schaplia_sp_ HMT_180
9 Streptocgccus_mulfispecies_$pp29_2
G_Actirjomyces
S| Actinomyfces_sp_ HMT_175
S_$%treptocodcus_sp_ HMT_057

9 Schaalia)lingnae

%]

| Streptococcus_sanduinis_nov)97_782
S| Actinomyjces_sp_ HMT_169

_$treptocod _ HMT_061

—-5.50 —4.38 —3.26 —2.14 —-1.02 0.10

S_Allopre

S_Haemo
S_Porphy
S_Allopre
S_Aggreg

S_Campy
S_Haemo

S_Aggreg

S_Veillong
S_Neisser
S_Veillong
S_Haemo

S_Veillond

S_Campy!
G_Prevotsgl

S_Aggreg

G_Aggreq|

S_Veillong
S_Neisser]
S_Veillond
S_Neisser]

S_Campy

G_Porphy
F_Porphyt

F_Campyl
O_Campy|
C_Epsilon
S_Veillong

O_Bacter

S_Neisser]

S_Haemo

F_Veillond

C_Negati

F_Pasteur]

O_Pasteu

C_Betaprg

otella_:

C_Alphapfoteoba

C_Abscongditabac

S_Neisserja_sp__|

S_Prevotdlla_nan

G_Allopreyotella

S_Prevotdlla_mel

a

S_Neisserja_subf]

F_Prevoteflaceae

S_Fusobagterium

S_Neisserja_perfl

S_Porphyfomona

G_Campy|obacte

idales

C_Bacterqidia
P_Bacterdidetes

S_Veillonglla_mu

G_Haemophilus

G_Veillonglla

O_Veillongllales

icutes

ellales

F_Neisserjaceae

O_Neissetliales

G_Neisserlia

1.22

LDA SCORE (log 10)

bhilus_hagmolyticus
omonas_datoniae

otella_sp| HMT_47
htibacter_gp_ HMT 458

obacter_showae
philus_sp_[ HMT_036
ptibacter_$p_ HMT_513

lla_tobetsuensis
a_sicca
lla_dispar|
bhilus_sputorum

lla_multispecies_sp

obacter_cpncisus_n

htibacter_gegnis

latibacter

lla_atypichp

a_mucosg

lla_parvulg

a_elongata

obacter_cpncisus

romonas
lomonada
obacteraceae
obacteralps

proteobacferia

lla_rogosge

a_flava

bhilus_parpinfluenzde

llaceae

ellaceae

teobacteiia

sp| HMT_914

ctari

a

F_Absconglitabacterja_ SR1__|F 1_
G_Abscon(ditabactefia_ SR1_[G_1_
S_Absconfitabacterja_ SR1_ [G_1_ badterium_HMT_875

teria_ SR1_|C_1_

G_Sacchafribacteria] TM7___ {_6_
O_Abscon|ditabactefia_ SR1_[O 1_
P_Absconflitabacterja_ SR1_

S_Sacchafibacteria| TM7__ G| 6_ bactefium_HMT) 870
S_Prevotqlla_pallen

S_Prevotqlla_histicoja

S_Prevotqlla_jejuni

S_Prevotdlla_shahii

S_Prevotqlla_salivad

S_Allopreyotella_sp| HMT_30
S_Allopreyotella_sp| HMT_473_nov_97_B47
S_Haemophilus_hagmolyticus| nov_97_947
O_Burkho]deriales
G_Saccharibacterial] TM7___d 1_

S_Sacchafibacteria] TM7___ G| 1_ bactefium_HMT| 352
G_Lautropia

F_Burkholderiaceae|

S_Lautrogia_mirabil|s
F_Sacchafibacteria | TM7__ F|1_
O_Sacchafibacteria] TM7___ J_1_
C_Sacchafibacteria| TM7__ C[1_
P_Sacchafibacteria | TM7_

HMT_020_noy 94 070

ceiensis

6_3
an|nogenica

v 96 963

lavp

_pé¢riodonticyim

ava

s_pasteri

eae

r

Itispecies_spp25_2

234 3.46 4.58 5.70



