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P_Bactgroidetes
O_Bactgroidales
C_Bdcteroidia
F_Prevofellaceae
G_Hrevotella
S_Prevote]la_melanipogenica
F_Lachnogpiraceae
O_Eubgcteriales
C_flostridia
P_Actinpbacteria
C_Actinpmycetia
G_Allogrevotella
F|Actinomyfetaceae
IO_Actinomycetales
9 Prevotellp_pallens
G|Schaalia
G_Leptotrichia
F_Leptotrichiaceae
S| Alloprevdtella_sp_ HMT_308
G_Oribjacterium
S_Lachnospiraceag_ G_2_ bpcterium_HMT_096
G_Lachnospiracepe_ G_2_
S_Schaalia_odgntolytica
S_Preyotella_napceiensis
S_Leptotrjchia_sp_ HMT_417
S_Prevotglla_jejuni
G_Rothia
F_Microcpccaceae
O_Micrgcoccales
S_Rpthia_mudilaginosa
S_Pribacterifim_sinus
S_Prevotella] histicola
S_$treptococfus_mitis
S_Streptog¢occus_myltispecies)|spp29_2
S_Aljoprevotella_sp_ HMT_473_noy_97_347
F_Saccharibafteria_ TM7__ F 1_
O_Saccharibaqteria_ TM[7__O_1_
C_Spccharibagteria_ TM7___ C_1_
P_Saccharibacterja_ TM7_
G_Actinomyces
S_Oribacferium_myltispecies|spp10_2
S_Streptococcus|infantis_clade_431
9 Prevotellp_salivae
S_Leptotrjchia_sp_ HMT_215
S_Prevotella_vespertina
G_Spccharibagteria_ TM7__ G_6_
S_Saccharibactleria_ TM7| G 6__bpacterium_HMT_870
S_Streptococcus]australis
S_Ytreptococfus_parasanguinis_clade_411
S_Stfeptococcys_downii
S_Actinomyces_graevenitzii
G_(Catonella
S_Catonella_morbi
S|[Streptocdccus_sp_ HMT_066
S_Prevotella_ayirantiaca
G_Spccharibagteria_ TM7__ G_1_
S_Saccharibactieria_ TM7| G_1_ bjacterium_HMT_352
G_Lachnoanaergbaculum
S_Laclhnoanaerdbaculum_gingivalis
C_Flavdbacteriia
O_Flavobgcteriales
b_Prevotella_sp_ HMT_305_noy 93_865
[5_Stomatqgbaculum
S_Stpmatobacplum_sp_ HMT_097
IS_Prevote|la_shabhii
b_Veillonella_dispar
S| Alloprevdtella_sp_ HMT_914
S_Riemdrella_sp_ HMT_322
G_R|emerella
F_Weeksellaceae
G_Lancgfieldella
F_Atoppbiaceae
O_Coriobgacteriales
C_Corigbacteriia
S_Larcefieldellg_parvula
S_Schpalia_sp_ HMT_180
S_Allogrevotella_fannerae
S_Schpalia_sp_ HMT_172
b_Actinomlyces_sp_ HMT_169
5_Streptoqoccus_ch@sunense
G_Absfonditabafteria_ SRl G 1_
F_Abgconditabgcteria_ SH1__F 1
O_Absfonditabafteria_ SRl O_1
C_Absconditabafteria_ SR1__ C 1_
P_Abscor(ditabactefia_ SR1_
S_Absconditabacteria_ SRl G _1_ bacterium_HMT_875
S_leptotrichja_sp_ HMT_215_noy_96_963
S [Lautropia|mirabilis
G_lautropia
f_Burkholderiaceae
O_Burkhglderiales
S_Schaalig_lingnae
S|Streptocaccus_sp_ HMT_061
S| Alloprevdtella_sp_ HMT_473
G_Solobacterium
F_Erysipelotifichaceae
Q_Erysipelgtrichales
C_Erysipglotrichia
S_Solpbacteriurn_moorei
[G_Capnocytophaga
3_Capnocytophaga_dputigena
F| Flavobacteriaceae
S_Streptococcus_multisgecies_sppnll_2_noy _97_976
S_Rothia_denfocariosa
|Streptocgccus_sp_ HMT_057
S_Streptpcoccus_ofalis_subsp__dentisapi_clade_058
S_Klebsi¢lla_pneunponiae
G_Klebsiglla
S_Haemgphilus_pittmaniae
S_Aggregatibacter|aphrophilps
S_Aggregatibacter{sp_ HMT |513
S_Gemella_morbillprum
S_Neissefria_sp_ HWIT_020_nqv_94_070
S_Streptpcoccus_ofalis_subsp__tigurinys_clade_070
S_Streptpcoccus_ofalis_subsp__tigurinys_clade_071
S_Neissefria_mucosfa
S_Streptpcoccus_gprdonii
S_Aggregatibacter|segnis
S_Streptpcoccus_ofalis
F_Enteropacteriacdae
O_Entergbacterale
G_Eikenglla
S_Eikenella_corrodens
S_Campylobacter_goncisus_rjov_96 968
G_Aggregatibacter
S_Streptpcoccus_sanguinis_nov_97_782
S_Streptpcoccus_sp_ HMT_423
S_Neisseria_elongdta
S_Veillonglla_parvyla
S_Neissefia_subflaya
S_Fusobgacterium_pgeriodontiqum
G_Fusobacterium
F_Fusobgcteriacea¢
S_Neissefia_flaves¢ens
S_Veillonella_atypi¢a
S_Neisseria_flava
S_Veillonella_multispecies_sfgp25_2
G_Veillonella
F_Veillongllaceae
O_Veillorjellales
C_Negatijvicutes
G_Neissqgria
C_Betapioteobactgria
F_Neissefiaceae
O_Neissqgriales
S_Haemgphilus_pafainfluenzge
G_Haem¢gphilus
F_Pasteufellaceae
O_Pastelrellales
C_Gammaproteobgcteria
P_Proteopacteria

—-5.76 —4.61 —3.46 —2.31 —-1.16 —0.01 1.14 2.29 3.44 4.59

LDA SCORE (log 10)



