B Baseline_4i3ilgAific B ySResreiddhted Taxa

P_Bacferoidetes
O_Bacteroidales
C_Bgcteroidia
F_Prevqtellaceae
G_Prevotella
C_Bacilli
S_Prevotglla_melanjnogenica
O_Lactdbacillales
G_Streptococcus
F_Streptodoccaceae
G_Porphyromonas
F_Pdrphyromohadaceae
S_Porghyromonas_pasteri
O_Fusobpcteriales
C_Fus¢bacteriia
P_Fudqobacteria
9 Neisserig_perflava
G_Fusobacterium
F_Fusobadteriaceae
S_fusobactefium_perigdonticum
P_Actinobacteria
C_Actirjomycetia
G_Alloprevotella
H Actinomycetaceae
O_Actinomycetales
S_Prejvotella_ngnceiensis
F_Leptotifichiaceae
G_Leptotrichia
@ Schaalia
S_Stredtococcus_|salivarius
O_Eubpcteriales
C Clostridia
F_Lachnoppiraceae
S_Sdhaalia_odpntolytica
3 Prevotella_pallens
S_Leptotrichia_sp_[HMT_417
S_Streptofoccus_muiltispecieq spp29_2

S_$treptocoqcus_mitis

wn

|Veillonellg_rogosae
S_A|loprevote|la_sp_ HMT_473_nov_97_347
9_Allopreveotella_sp_|HMT_308
G_Lachnospiracqae_ G_2_
S_Lachrjospiracege_ G_2_ Racterium_|HMT_096
G_Grarnulicatella
F| Carnobadteriaceae
S_Granulicatella|adiacens
S |Prevotellg_histicola
G_Rothia
F_Microdoccaceae
O_Micrpcoccales
S_Prevotella_jejuni
G_Orilhacterium
S_Hothia_mugilaginosa
O_Flavobpcteriales
C_Flavpbacteriia
S_Leptotfichia_sp_[HMT_215
$_Prevotella_salivae
S_Streptococcus| infantis_¢lade_431
F_Yaccharibgcteria_ TM7__ F_1_
O_Saccharibafteria_ TM7___O_1_
C_Haccharibacteria_ TM7__ C 1_
P_Sacdharibactefia_ TM7_
S_Streptococcud australis
S_Alloprevotellatannerae
S_$treptocodcus_paraspnguinis_¢lade_411
S_Prevotglla_shahii
G_Saccharibafteria_ TM7___ G_1_
S_Saccharibacteria_ TMY__G_1_ Racterium_|HMT_352
G_Abdconditabacteria_ SR1__ G_1_
F_Absconditabgcteria_ SR1__F 1_
C_Abgconditabdcteria_ SR1__ C 1_
O_Abqconditabacteria_ SR1__ O_1_
P_Absconditabacteria_ SR1_
S_Absconditabacferia_ SR} G_1_ hacterium [HMT_875
9_Alloprevotella_sp_|HMT_914
S [Oribacterfum_sinus

9 Alloprevgtella_sp_[HMT 473

w

| Streptocgccus_sp_[HMT_423
S_Streptococcps_downii
S_Prevotella_Jespertina
F_Weelsellaceae
S_Riemg¢rella_sp_|HMT_322
G_Riemerella
S_Veillpnella_tobetsuensis
5_Prevotella_sp_ HMT_305_nov_93_865
G_Actinomyces
S_Prevotella_aurantiaca
G_[Catonella
S_Catonglla_morbi
G_Capnodytophaga
A_Flavobadteriaceae
b_Capnocytophaga_sputigena
S| Streptocgccus_sp_|HMT_066
G_[Lautropia
F_Burkholgleriaceae
O_Burkhplderiales
S|Lautropial mirabilis
S_Haemophilus_sputorum
S_Schaalia_sp_|HMT_172
S_Fusobgcterium_rjucleatum
5_Haemopghilus_sp_[HMT_036
S_Oribadterium_muiltispecieq sppl0_2
S_Streptofoccus_chjosunense

_Erysipelptrichales
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_Erysipelotfichaceae
G_Solobacterium
S_Solobacteriupn_moorei
C_Erysigelotrichia
S_Schaalip_lingnae

S_Stredtococcus Jsanguinis

w

| Streptocgccus_sp_[HMT_061
5_Haemopghilus_haemolyticus

G_Langefieldella

C_Coripbacteriia
O_Coriobpcteriales
S_Lancefieldellp_parvula
F_Atopobiaceae
S_Schaalia_sp_|HMT_180
IS_Actinomyces_sp_[HMT_169
S| Streptocgccus_sp_[HMT_064
S_Gemella_hagmolysans
O_|Bacillales
G_Saccharibafteria_ TM7___ G 6_
S_Saccharibacteria_ TMY__ G_6__Racterium_|HMT_870
g_Gemella
F_Gerpellaceae
S_Streptococqus_multispecies_spgnll_2_nov_97_976
S_Streptofoccus_muiltispecieq spp53_2
S_Actingmyces_grpevenitzii

S_Streptococcus_fristatus_¢lade_578

w0

 |Leptotrichia_sp_ HMT_215_nov_96_963
G_Ladhnoanaerpbaculum
S_Lachnoanaergbaculum_|gingivalis
S_Fusobpcterium_hwasookii
S_BStreptocogcus_orali§_subsp__dentisani_¢lade_058

S_Rothia_derntocariosa
S_Grgnulicatella_elegans
S| Streptocgccus_sp_[HMT_057
IG_Stomatpbaculum
S_Stomatobaculum_sp_|HMT_097

S |Fusobactgrium_sp_[HMT_204
S| Gemella_fsanguinis
IS_Actinonjyces_sp_|HMT_175

S_Strdptococcug_gordonii

S_Haemophilus_haemad|lyticus_noyv_97_947

S_Neissg¢ria_sp_ HMT_020_npv_94_07
S_Novogphingobiym_clariflayum
F_Sphingjomonaddceae
G_Novogphingobiym

S_Aggrepatibacter sp_ HMT| 458
O_Sphingomonadales
S_Haempphilus_pittmaniae
C_Alphaproteobacferia
S_Aggrepatibacter sp_ HMT| 513
G_Eikenella
S_Eikenglla_corrodens
S_Neissgria_sicca

S_Aggrepatibacter_aphrophijus

S_Klebsiella_pneumoniae
S_Campylobacter [concisus_hov_96_963
G_Klebslella
S_Neissg¢ria_subfldva

S_Aggrepatibacten_segnis
G_CitroQacter
S_Citrobacter_koseri
G_Aggrggatibacte
S_Neiss¢ria_mucofa
S_Neissg¢ria_elongpta
S_Veillopella_parvpla

F_Entergbacteriacpae

O_Enterpbacteralgs
S_Veillopella_mult|species_spp25_2
G_Haemophilus
S_Haempphilus_parainfluenzae
G_Veillopella
F_Veillonellaceae
O_Veillopellales
C_Negatfivicutes
F_Pasteyrellaceae
O_Pasteprellales
S_Neissgria_flava
C_Gammaproteobpcteria
C_Betapfroteobacteria
G_Neisseria
F_Neissgriaceae
O_Neisseriales

P_Proteqbacteria

-5.82 —4.67 —3.52 —2.37 —1.22 —0.07 1.08 2.23 3.38 4.53 5.68
LDA SCORE (log 10)



