S_Gemella_morbillorum
S_Streptococcus_mitis
S_Schaalia_sp_ HMT_172
S_Haemophilus_sputorum
O_Veillonellales
G_Veillonella
F_Veillonellaceae
C_Negativicutes
F_Pasteurellaceae
O_Pasteurellales
ella_multispecies_spp25_2
G_Haemophilus
emophilus_parainfluenzae
O_Fusobacteriales
C_Fusobacteriia
P_Fusobacteria
G_Fusobacterium
F_Fusobacteriaceae
bbacterium_periodonticum
S_Veillonella_atypica
S_Veillonella_parvula
Fusobacterium_nucleatum
G_Aggregatibacter
5_Streptococcus_sanguinis
P_Bacteroidetes
O_Bacteroidales
C_Bacteroidia

G_Eikenella
S_Eikenella_corrodens
F_Prevotellaceae
G_Campylobacter
F_Campylobacteraceae
O_Campylobacterales
C_Epsilonproteobacteria
gregatibacter_aphrophilus
G_Prevotella
>revotella_melaninogenica
G_Leptotrichia
F_Leptotrichiaceae
Leptotrichia_sp_ HMT_215
S_Neisseria_subflava
>_Campylobacter_concisus
_Haemophilus_pittmaniae
S_Aggregatibacter_segnis
S_Campylobacter_showae
O_Eubacteriales
C_Clostridia
F_Lachnospiraceae
obacterium_sp_ HMT_204
G_Porphyromonas
F_Porphyromonadaceae
S_Porphyromonas_pasteri
_Fusobacterium_hwasookii
S_Catonella_morbi
G_Catonella
S_Veillonella_tobetsuensis
egatibacter_sp_ HMT_513
S_Solobacterium_moorei
C_Erysipelotrichia
F_Erysipelotrichaceae
G_Solobacterium
O_Erysipelotrichales
G_Lachnoanaerobaculum
anaerobaculum_gingivalis
cter_concisus_nov_96_963
“us_sanguinis_nov_97_782
aemophilus_sp_ HMT_036
G_Oribacterium

sp__ HMT_020_nov_94_070
um_multispecies_sppl0_2
reptococcus_sp_ HMT_423
G_Rothia
F_Micrococcaceae
O_Micrococcales
S_Rothia_dentocariosa
ibsp__tigurinus_clade_070
O_Enterobacterales
F_Enterobacteriaceae

P_Proteobacteria

Significantly Represented Taxa

B B Final_-PMA

I C Final_-PMA

LDA SCORE (log 10)

El F_Final_-PMA

B G Fina



